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Female Total number of

Age range (years)

Total cases
0-9 0 3 1 1 4
10-19 0 4 0 3 7
20-29 0 2 4 9 11
30-39 0 7 5 11 18
40-49 2 9 3 13 22
50-59 2 1 7 14 25
60-69 5 8 7 1 19
70-79 - 5 7 8 13
80-89 1 2 g 6 8
90-99 0 0 1 1 1
TOTAL 12 51 <= 40 77 <= 128
Case fatality 24% <= - 52% <=
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Isolation of a Novel Coronavirus Family Cluster of Middle East Respiratory
from a Man with Pneumonia in Saudi Arabia Syndrome Coronavirus Infections
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Dipeptidyl peptidase 4 is a functional receptor
for the emerging human coronavirus-EMC
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Treatment with interferon-a2b and ribavirin improves
outcome in MERS-CoV-infected rhesus macaques
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Middle East Respiratory Syndrome Coronavirus (MERS-CoV) Infection Mediated by the
Transmembrane Serine Protease TMPRSS2.
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)7 L34 LPCR

UpE Sequence of Positive control Forward Probe Reverse
PC check (VIC) BamH |

PC check (VIC) + M13F
AGG GTTTTCCCAGTCACGACGTTGTAAAACGAC TAATA CGACT CACTATAGGG
CTTCTCATGGTATGGTCCCTGTAATACACACCAAACCATTATTTATTAGAAACTTCGATCAGCGTTGCAG
CTGTTCTCGTTGTTTTTATTTGCACTCTTCCACTTATATAGAGTGCACTTATATTAGCCGTTTTAGTAAGAT
TAGCCTAGTTTCTGTAACTGACTTCTCCTTAAACGGCAATGTTTCCACTGTTTTCGTGCCTGCAACGCG
CGATTCAG§| CCTCTTCACATAATCGCCCCGAGCTCGGGATCCAGCTAGCGCATTGGATCTCGCTATG
GGTCCCGTGTAGAGGCTAATCCATTAGTCTCTCTTTGGACATATGGAAAACGAACTATGTTACCCTTTG
TCCAAGAACGAATAGGGTTGTTCATAGTAAACTTTTTCATTTTTACCGTAGTATGTGCTATAACACTCTT

GGTGTGTATGGCTT GGTCATAGCTGTTTCCTGTG
M13R
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