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. Notes: Data Source: MeaNS database (Genotypes) and IVB Database (Incidence) as of 2021-01-12 and covering the period 2019-12-01 to 2020-11-30 - Pie
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Distribution of rubella genotypes
(last 12 months)

Notes: Data Source: RubNS database (Genotypes) and IVB Database (Incidence) as of 2021-05-10 and covering the period 2020-04-01 to 2021-03-31 - Pie
charts proportional to the number of sequenced viruses
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