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Table I. Isolation of bacteria from human sources, by month, Japan, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
() : Imported cases included in the total

B 1 2 3 4 5 6
3 5 3 = 2 z =
; z © = 2 = Z
TOTAL 10012 ( 329) 539 ( 7 441 ( 6) 593 ( 6) 793 ( 15) 816 ( 15) 1039 ( 28)
Escherichia coli 2563 ( 151) 64 49 ( 1) 48 ( 1) 112 ( 4) 162 ( 3) 285 ( )]
Shigella
Shigella dysenteriae 3( 2) - - - - - 1
Shigella flexneri 40 (- 20) - 1( 1) 1 2 ( 1) 5( 5)
Shigella boydii 2 ( 2) 2 ( 2) - - - - -
Shigella sonnei 101 (72 4( 3) 1( 1 6 ( 2) 5 ( 3) 9( 6) 12 10
Salmonella
Salmonella Typhi 20 ( 8) - 1 5( 1) 2 1 1
Salmonella Paratyphi A 29 (- 25) - - 1( )] 4( 4) 5( 4) 3( 2)
Salmonella O4 305( 3 5 8 9 19 5 200 D
Salmonella O7 314 9 7 11 8 23 26
Salmonella O8 132 ( 1 2 5 - 1 8 7
Salmonella O9 697 ( 2) 55 6 22 33 ( 1 32 67
Salmonella 03,10 37 ( 3) 1 - 5 1 4 3
Salmonella 01,3,19 4 - - 1 1 - 1
Salmonella O11 4 - - 1 2 -
Salmonella O13 5 - - 1 - - -
Salmonella 016 10 - - 4 4 1
Salmonella O18 4 1 - - - -
Salmonella O40 1 - - - - - -
Salmonella 045 1 - - - - 1 -
Salmonella other groups 6 - 1 - 1 1 -
Salmonella group unknown 6 ( 1) - 1 - - 1 2
Vibrio cholerae O1:El Tor, Ogawa, CT(+) 22 (1 20) - - - 2 ( 2) 1( 1) 8 ( 8)
Vibrio cholerae O1:El Tor, Ogawa, CT(-) 1 - - - - - -
Vibrio cholerae O1:El Tor, Inaba, CT(+) 8 ( 7 2 ( 2) 1( 1) - 1( 1) - -
Vibrio cholerae non-01&0139 6 ( )] - 1( 1 - - - -
Vibrio parahaemolyticus 582 ( 1) - 2( 1) 2 - 1 6
Vibrio fluvialis 20 - - - 2 -
Aeromonas hydrophila 6 - - - - - -
Aeromonas sobria 6 - - - 1 - 2
Plesiomonas shigelloides 10 ( 1) - - 1 - - 1( 1)
Campylobacter jejuni 1150 ( 7 30 31 55 110 177 183
Campylobacter coli 26 - - 2 3 - 4
Campylobacter jejuni/coli 17 3 - 1 4 - 5
Staphylococcus aureus 550 ( 1) 43 40 56 40 55 47
Clostridium perfringens 306 4 30 53 102 16 15
Bacillus cereus 116 - - 9 1 10 18
Listeria monocytogenes 2 - - - 1 - -
Yersinia enterocolitica 17 2 1 1 1 - 2
Cryptosporidium parvum 22 - - - - - -
Giardia lamblia 2 - - - 2 - -
Streptococcus group A 2080 ( 1) 223 196 230 ( 1) 261 239 251
Streptococcus group B 251 22 15 17 25 13 27
Streptococcus group C 29 5 1 1 8 1 1
Streptococcus group G 93 11 3 11 7 6 8
Streptococcus other groups 5 - - - - - -
Streptococcus pneumoniae 237 30 34 39 28 27 17
Bordetella pertussis 2 - - - - - 1
Clostridium tetani 1 - 1 - - - -
Legionella pneumophila 5 - 1 - - 2 1
Mycobacterium tuberculosis 4 1 - - - 1 -
Mycoplasma pneumoniae 42 4 2 3 - -
Haemophilus influenzae b 10 2 1 - - - -
Haemophilus influenzae non—b 93 14 - 2 1 5 6
Klebsiella pneumoniae 1 - - - - - -
Neisseria gonorrhoeae 5 - - - - - 2
Others 1 - - -
Escherichia coli categorized by pathogenicity
Verotoxin—producing £. coli (EHEC/VTEC) 1901 ( 117) 15 15 18 ( 1) 62 117 ( 3) 244
Enterotoxigenic £. coli (ETEC) 247 (- 30) 2 3( 1) 2 6 ( 3) 9 4 ( 1)
Enteroinvasive £. coli (EIEC) 2 - - - - - 2
Enteropathogenic £. coli serotype (EPEC) 129 ( 4) 14 10 16 8 ( 1) 10 15
Other diarrhegenic £. coli 284 33 21 12 36 26 20
Shigella serovars
Shigella dysenteriae 1 1( 1 - - - - - -
Shigella dysenteriae 2 1 - - - - - 1
Shigella dysenteriae 4 1( 1) - - - - - -
Shigella flexneri la 3( 1 - - 1 -
Shigella flexneri 1b 3 ( 3) - - - -
Shigella flexneri 1 1¢( 1) - - - - - -
Shigella flexneri 2a 15 ( 8) - - - 2 1( 1) 4 ( 4)
Shigella flexneri 2b 4( 3) - - - - - 1( 1)
Shigella flexneri 3a 5¢( 1) - - - - - -
Shigella flexneri 4a 1¢( 1) - - - - - -
Shigella flexneri 4 1 - - - - - -
Shigella flexneri 6 2( 1) 1( 1) - - 1 -
Shigella flexneri var.X 4 ( 1) - - - - - -
Shigella flexneri serovar unknown 1 - - - - -
Shigella boydii 8 2( 2) 2( 2) - - - - -
Shigella sonnel 101 72) 4( 3 1D 6( 2 5( 3 9( 6 12(10)
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Table I.-Continued
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() : Imported cases included in the total
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I-1. Salmonella serovars, by month, 2004

-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
() : Imported cases included in the total

10 11 1
8 g g
-3 < 9}

2

TVLOL
NV —
qdd o
UVIN eo
AdV =
AVIN &
NAf o

1N =
ONV o
ddS «©

GROUP SEROVAR

04 Typhimurium 122
Saintpaul 42
Agona 35 (1)
Paratyphi B 23 -
Stanley 12 - -
Schwarzengrund 10 1
Derby
Haifa
Brandenburg
Heidelberg
Schleissheim
Kiambu
Agama
Bredeney
Chester
Kimuenza
Reading
Others
Not typed (1)

o
o
—
—
—

I D DW=
=3

I D= =00 =

oo

[ SRR =
w

[ e e Y

)

I
I w =
| —

oo = = s

[,
= =

| o=
(IS N CRN VOIS

I
I
[ NI

|
(]

|

|

|

[

T S RS SO
|
|

[
— o

w
>

=9
S

<)
[N IS IS S |
)
3

Thompson
Virchow
Montevideo
Braenderup
Oranienburg
Bareilly
Livingstone
Mbandaka
Rissen

Ohio
Singapore
Tennessee
Potsdam
Choleraesuis
Isangi
Mikawasima
Others

Not typed

2
o7 Infantis 115 1
5

— = 0
(SRR
I
I
I
o | ===

| 00— =0 — o oof— |
| == o oolan |
i~
I W Wt wo|b — |
o= o

Do
[ N N e

|

|

|
o= ==

|

o= =
o= o= =
—
|

| ==
|
|
|
| == 1
o= =
|

._.
[
I

e i S SCRUC I SURN TSNy |
|
|
|
—
|
|

—
w
I
|

w
|

1= =
|
|

08 Litchfield
Corvallis
Newport
Nagoya
Hadar
Manhattan
Yovokome
Blockley
Pakistan
Albany
Breda
Brunei
Istanbul
Kottbus
Tallahassee
Not typed

'S

oo
—
|

[ e B SN

)
SN
|
| = | =02 |
[
I
1o o= == |
[N CISYICI [ Sa|
I = o=t

|
|

| == D
[

[
[
[
[
[
[
[
—
[
|-

09 Enteritidis
Panama
Javiana
Miami
Miyazaki
Others
Not typed

o
3

03,10 Muenster
London
Weltevreden
Anatum
Lexington
Amager
Amsterdam
Give
Meleagridis
Ughelli
Not typed

01,3,19 Senftenberg

|
|
=~

O11 Aberdeen
Abaetetuba

013 Havana
Idikan
Poona
Not typed

|

|
—

|

|

|

|

|
—

|

—

016 Hvittingfoss

018 Cerro
Not typed

= w|of— = = o= oo = = = = 0w U1 O N 0[00 Lo = = RO =00 = = = = = DO DY G1 1~ 00
|
|
[

52



Jpn. J. Infect. Dis., 2005

I-2. Group A Streptococcus T serotypes, by month, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
() : Imported cases included in the total

6] 1 2 3 4 5 6 7 8 9 10 11 12
o e = = z = = > @ o Z =
= Z e = 3 e S = = 2 4 S =
I'1 365 36 36 43 68 51 41 15 10 17 9 19 20
T2 23 10 1 3 - 4 - 1 - 1 3 -
T3 77 7 12 6 13 13 4 1 - 4 6 3
T4 346 38 43 55 34 28 32 24 19 7 16 31 19
T6 55 11 8 6 7 9 9 - 1 - 1 - 3
T8 7 - 3 - - - - 1 - - - 1 2
T9 5 - 1 - - 1 - - 1 - - 2 -
I'11 61 4 8 7 11 4 4 3 4 1 7 5 3
T12 693 ( 1) 67 53 69 (1) 90 88 93 58 19 13 35 44 64
T13 22 5 1 4 2 2 2 - 1 - 3 1 1
I'18 1 - - - 1 - - - - - -
T22 7 2 - 1 1 1 - - - - 1 1 -
T25 61 10 4 6 6 7 8 3 1 - 5 2 9
T28 130 17 9 12 12 5 17 9 3 2 13 13 18
TB3264 80 2 12 6 5 10 7 5 8 2 11 4 8
T5/27/44 2 - - 1 - - - 1 - - - - -
T14/49 1 - - - - - - 1 - - -
Untypable 142 14 5 11 17 19 21 14 7 10 7 13
Not typed 2 - - - - - - 2 - - - -

53



Vol. 58, Suppl.

Table II. Isolation of bacteria from human sources, by year, Japan, 1999 -2004

-Prefectural and municipal public health institutes
Based on the data received before October 2, 2007
() : Imported cases included in the total

1999 2000 2001 2002 2003 2004
TOTAL 16231 (1 429) 12165 ( 317) 12333 ( 229) 10012 (  117) 10818 ( 200) 10012 (  329)
Escherichia coli 3173 (1 135) 3434 ( 140) 3934 ( 115) 2625 ( 15) 2680 (  90) 2563 (  151)
Shigella
Shigella dysenteriae 2 ( 2) 4 ( 4) 2 ( 1) 2( 2) 2 ( 2) 3( 2)
Shigella flexneri 108 ( 24) 45 ( 16) 40(  12) 66 ( 8) 21 ( 5) 40 (- 20)
Shigella boydii 8 ( 5) 4 ( 4) 2 ( 1) 3 ( 1) 8 ( 5) 2 ( 2)
Shigella sonner 262 ( 83) 205 ( 77) 225 ( 55) 186 (- 47) 79(  43) 101 72
Shigella species unknown - - 1( 1) - - -
Salmonella
Salmonella Typhi 42 ( 20) 33(C  14) 17 ( 9) 18 ( 8) 14 ( 6) 20 ( 8)
Salmonella Paratyphi A 12 ( 7 9 ( 5) 4 ( 2) 10 ( 3) 22 (  18) 29 (25
Salmonella O2 - 1 - - - -
Salmonella O4 550 ( 13) 368 ( 3) 401 ( 4) 235 ( 3) 357 ( ) 305 ( 3)
Salmonella OT 2108 ( 3) 520 ( 3) 556 ( 1) 282 ( 2) 395 314
Salmonella O8 290 ( 6) 255 ( 3) 213 ( 5) 207 ( 3) 133 ( 5) 132 ( 1)
Salmonella O9 2942 ( 9) 1893 ( 3) 1571 ( 4) 1346 ( 2) 1469 ( 2) 697 ( 2)
Salmonella 09,46 5 - - 2 - -
Salmonella 03,10 71 ( 2) 65 ( 2) 37 32 ( 4) 23 37 ( 3)
Salmonella O1,3,19 18 ( 2) 8 23 22 10 4
Salmonella O11 . 3 5 2 2 4
Salmonella O13 10 13 7( 1) 5 4 5
Salmonella 06,14 . 3 1 - - -
Salmonella 016 4 4 4 3 10
Salmonella O17 . - - 1( 1) - -
Salmonella O18 15 13 7 - 5 4
Salmonella 028 . 1 1 - - -
Salmonella O30 2 1 - 1( 1) -
Salmonella O35 2 1 2 - -
Salmonella O38 - - - 1 -
Salmonella 039 3 3 4 6 -
Salmonella 040 - - - - 1
Salmonella O43 . - 1 - - -
Salmonella 045 . - - - - 1
Salmonella other groups 44 ( 2) 2 2 2 4 6
Salmonella group unknown 13 10 9 5 9 6 ( 1)
Vibrio cholerae O1:El Tor,Ogawa,CT(+) 21 ( 19) 12 ( 6) 6 ( 5) 1 1( 1) 22 ( 20)
Vibrio cholerae O1:El Tor,Ogawa,CT(-) 3( 3) - - 1 - 1
Vibrio cholerae O1:El Tor,Inaba,CT(+) 1 1( 1) 8 ( 3) 13 ( 5) 2 ( 2) 8 ( 7
Vibrio cholerae O1:El Tor,Inaba,CT(-) 1( 1) 1( )] 1 1( 1) - -
Vibrio cholerae O1,CT(-) - - - 1 - -
Vibrio cholerae 0139,CT(+) - - - 1( 1 -
Vibrio cholerae 0139,CT(-) 1 1 - - - -
Vibrio cholerae non-01&0139 7( 2) 10 ( 1) 16 13 ( 3) 18 ( 2) 6 ( 1)
Vibrio parahaemolyticus 1960 ( 10) 721 ( 15) 651 ( 7 428 ( 2) 304 582 ( 1)
Vibrio fluvialis 11 - 3 3 2 ( 1) 20
Vibrio mimicus - - 2 - 1 -
Aeromonas hydrophila 9 ( 2) 13 9 13 16 6
Aeromonas sobria 7( 2) 12 11 8 ( 1) 8 6
Aeromonas hydrophila/sobria 8 ( 7 2 2 - - -
Plesiomonas shigelloides 59 ( 25) 50 ( 9) 27 ( 3) 3( 1) 5( 2) 10 ( 1)
Campylobacter jejuni 837 ( 38) 737 878 814 ( 4) 1205 ( 12) 1150 ( 7
Campylobacter coli 39 ( 1) 20 19 13 41 26
Campylobacter jejuni/coli 44 ( 5) 41 ( 4) 62 43 45 17
Staphylococcus aureus 366 ( 1) 351 268 274 598 550 ( 1)
Clostridium perfiingens 364 247 ( 4) 374 468 401 306
Clostridium botulinum non-E 1 - - - - -
Bacillus cereus 37 11 63 14 37 116
Listeria monocytogenes . 1 2 1 2 2
Yersinia enterocolitica 4 10 48 24 24 17
Yersinia pseudotuberculosis - - 1 - - -
Entamoeba histolytica 8 - 2 - - -
Cryptosporidium spp. - 1( 1) - 37 -
Cryptosporidium parvum . . . . . 22
Giardia lamblia - 1( 1) - 1 - 2
Streptococcus group A 2299 2633 2164 2126 2118 ( 1) 2080 ( 1)
Streptococcus group B 98 111 218 203 257 251
Streptococcus group C 33 16 19 22 31 29
Streptococcus group G 73 66 109 86 108 93
Streptococcus other groups - 1 3 4 8 5
Streptococcus group unknown 1 2 2 - - -
Streptococcus pneumoniae 34 7 104 171 92 237
Bordetella pertussis 1 4 1 6 1 2
Clostridium tetani - - - - - 1
Legionella pneumophila 12 49 6 13 5( 1) 5
Legionella others . 7 - - - -
Mycobacterium tuberculosis - 3 19 1 - 4
Mycobacterium avium - intracellulare complex 1 44 - 1 -
Mycoplasma pneumoniae - - 11 - 56 42
Haemophilus influenzae b 4 1 6 10
Haemophilus influenzae non—b 37 33 91 167 93
Haemophilus influenzae not typed 51 . . .
Klebsiella pneumoniae 1 - - - 1 1
Neisseria meningitidis - 4 2 2 3 -
Neisseria gonorrhoeae 82 76 76 47 6 5
Leptospira spp. 11 1 - - -
Others 74 . 1

*Not included in the survey

54



Table II.-Continued

Escherichia coli categorized by pathogenicity

Jpn. J. Infect. Dis., 2005

() : Imported cases included in the total

1999

2000

2001

2002

2003

2004

Verotoxin—producing £. coli (EHEC/VTEC) 1835 (
Enterotoxigenic £. coli (ETEC) 492 (
Enteroinvasive £, coli (EIEC) 15 (
Enteropathogenic £. coli serotype (EPEC) 686 (
Other diarrhegenic £. coli 145

1)
117)

15)

2195 (
277 (
5 (
573 (
384 (
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394 (

501 (
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7
104)

3)
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9)
1)

1887 (
220 (

4(
236 (

66) 1901 (
21) 247 (
1 2
2) 129 (

284

117)
30)

4)

Shigella serovars
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Shigella dysenteriae 1 -
Shigella dysenteriae 2 2 (
Shigella dysenteriae 3 -
Shigella dysenteriae 4 -
Shigella dysenteriae 5 -
Shigella dysenteriae T -
Shigella dysenteriae 9
Shigella flexneri 1a
Shigella flexneri 1b
Shigella flexneri 1
Shigella flexneri 2a
Shigella flexneri 2b
Shigella flexneri 3a
Shigella flexneri 3b
Shigella flexneri 4a -
Shigella flexneri 4b -
Shigella flexneri 4 -
Shigella flexneri 5a

Shigella flexneri 5b -
Shigella flexneri 6 2 (
Shigella flexneri var.X -
Shigella flexneri var.Y

Shigella flexneri other serovars
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Shigella boydii 2
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Table III. Individual reports of bacteria isolation from human sources, Japan, 2004
III-1. By month, 2004
-Prefectural and municipal public health institutes
Based on the data received before October 2, 2007
() : Imported cases included in the total
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Streptococcus pyogenes* (Streptococcus group A)
Streptococcus agalactiae (Streptococcus group B)
Streptococcus group C

Streptococcus group G

Streptococcus other groups

Streptococcus pneumoniae

Bordetella pertussis

Clostridium tetani

Legionella pneumophila*

Mycobacterium tuberculosis

Mycoplasma pneumoniae

Enterococcus faecium*

Neisseria meningitidis*

Neisseria gonorrhoeae

Treponema pallidum

Other bacteria
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() : Imported cases included in the total

1l

8

>
e
)]

10 11 12
8 5 5
= < a

ddS o

TOTAL 563 (121)
Verotoxin—producing Fscherichia coli (EHEC/VTEC)* 445 (111)
Enterotoxigenic Escherichia coli (ETEC)% 14(C 1
Enteroinvasive Escherichia coli (EIEC)%

Enteropathogenic Zscherichia coli serotype (EPEC)*

Other diarrhegenic Escherichia coli*

Salmonella Typhi*

Salmonella Paratyphi A%

Salmonella O4%

Salmonella OT%

Salmonella O8%

Salmonella O9% 1
Salmonella O3,10%

Salmonella O13% -
Salmonella O16% -
Salmonella 045 -
Salmonella group unknown

Vibrio cholerae O1: El Tor, Ogawa, CT(+)
Vibrio cholerae O1: El Tor, Inaba, CT(+)
Vibrio cholerae 0139, CT(+) -
Vibrio parahaemolyticus* -
Aeromonas sobria -
Aeromonas caviae 1
Campylobacter jejuni* 15
Campylobacter coli -
Staphylococcus aureus* 4
Clostridium perfringens -
Listeria monocytogenes -
Shigella dysenteriae 1 -
Shigella dysenteriae 2 -
Shigella dysenteriae 4 -
Shigella flexneri 1a -
Shigella flexneri 1b -
Shigella flexneri 2a -
Shigella flexneri 2b 1 1)
Shigella flexneri 3a

Shigella flexneri 4a -
Shigella flexneri 4 -
Shigella flexneri 6 -
Shigella flexneri var.X -
Shigella flexneri serovar unknown -
Shigella boydii 1 -
Shigella boydii 8
Shigella sonnei
Entamoeba histolytica
Cryptosporidium parvum -
Giardia lamblia -
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—
=
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—_—
e

DO W= W | = +— |

10 2)

Streptococcus pyogenes* (Streptococcus group A) 42
Streptococcus agalactiae (Streptococcus group B) -
Streptococcus group C -
Streptococcus group G 2
Streptococcus other groups -
Streptococcus pneumoniae -
Bordetella pertussis -
Clostridium tetani -
Legionella pneumophila* 1
Mycobacterium tuberculosis -
Mycoplasma pneumoniae -
Enterococcus faecium* 1
Neisseria meningitidis* -
Neisseria gonorrhoeae -
Treponema pallidum -
Other bacteria -
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* EHEC/VTEC serotypes & VT types () : Imported cases included in the total

3 4

V.LOL
NV
LI

AYIN
AV
AVIN o,
NAf o,

O157:H7 VT1
O157:H7 VT2
O157:H7 VT1&VT2
0157:H- VT1
O157:H- VT2
O157:H- VT1&VT2
O157:HUT VT2
O157:HNT VT1
O157:HNT VT2
O157:HNT VT1&VT2
026:H11 VT1
026:H11 VT2
026:H11 VT1&VT2

D

o w
— o
~~

o
2
w D

[ CRN RS g,
0
© S

3)

I O = |
[ |
[}
w
B2
—~
—
=

w —
(== e)) W DN
N O OO —OO 00N
P
—_
[ | N |
I [
[
]
—
0 |
[sa}
| W 00—

8) - - 1
1 —
026:H- VT1 41 - - - 2
026:HUT VT1 5 - - - - -
O26:HNT VT1 99 - - 1 4 8
O26:HNT VT2 1 - - - - -
O26:HNT VT1&VT2 -
O111:H-VT1 6 1 - - - -

O111:H- VT2 1 - - - - - -

O111:H- VT1&VT2 97 ( 78) -
OI11:HNT VT1 14 1 - - - - _
1 —

| Ol— W | O~ w |

IS
|
|
|
|
|

O111:HNT VT1&VT2 31
O1:H20 VT1 1
OI1:HNT VT1
O8:H19 VT1&VT2
025:H- VT1

063:H6 VT2
O63:HNT VT2
O74:H20 VT1&VT2
0103:H2 VT1
O103:HUT VT1
O103:HNT VT1
O119:HNT VT1
O119:HNT VT1&VT2
O121:H19 VT2
OI121:HNT VT2
0127a:HNT VT1
0128:H2 VT1
0128:H19 VT1
O128:HNT VT1&VT2
0145:H16 VT1
O145:HNT VT1
O146:H19 VT2
0146:H- VT1&VT2
O146:HNT VT1
O146:HNT VT1&VT2
O148:HNT VT2
0165:H- VT2
O165:HNT VT1
OUT:H2 VT1
OUT:H2 VT1&VT2
OUT:H7 VT1
OUT:H7 VT1&VT2
OUT:H18 VT2
OUT:H19 VT1
OUT:H19 VT2
OUT:H- VT1
OUT:H- VT2
OUT:H- VT1&VT2
OUT:HUT VT1
OUT:HUT VT2
OUT:HUT VT1&VT2
OUT:HNT VT1
OUT:HNT VT2
OUT:HNT VTI1&VT2
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1) - - - - - -
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( 2 - - 1C 1) - - 1
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DO Ol = WO = DO W = U1 1 = B RO DO = DD GO — D = U1 DO DD W s WO DD
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NT: Not typed, UT: Untypable, H-: H non—motile

* ETEC serotypes
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* EHEC/VTEC serotypes & VT types
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() : Imported cases included in the total

ONV o

9
w2
o)
ol

10

11
-
e}
<

12

O157:H7 VT1
O157:H7 VT2
O157:H7 VT1&VT2
O157:H- VT1
O157:H- VT2
O157:H- VT1&VT2
O157:HUT VT2
O157:HNT VT1
O157:HNT VT2
O157:HNT VT1&VT2
026:H11 VT1
026:H11 VT2
026:H11 VT1&VT2
026:H- VT1
026:HUT VT1
O26:HNT VT1
O26:HNT VT2
O26:HNT VT1&VT2
O111:H- VT1
O111:H- VT2
O111:H- VT1&VT2
O111:HNT VT1
O111:HNT VT1&VT2
O1:H20 VT1
O1:HNT VT1
O8:H19 VT1&VT2
025:H- VT1
063:H6 VT2
O63:HNT VT2
O74:H20 VT1&VT2
0103:H2 VT1
O103:HUT VT1
O103:HNT VT1
O119:HNT VT1
O119:HNT VT1&VT2
O121:H19 VT2
O121:HNT VT2
0127a:HNT VT1
0128:H2 VT1
0128:H19 VT1
O128:HNT VT1&VT2
0145:H16 VT1
O145:HNT VT1
0146:H19 VT2
0146:H- VT1&VT2
O146:HNT VT1
O146:HNT VT1&VT2
O148:HNT VT2
0165:H- VT2
O165:HNT VT1
OUT:H2 VT1
OUT:H2 VT1&VT2
OUT:H7 VT1
OUT:H7 VT1&VT2
OUT:H18 VT2
OUT:H19 VT1
OUT:H19 VT2
OUT:H- VT1
OUT:H- VT2
OUT:H- VT1&VT2
OUT:HUT VT1
OUT:HUT VT2
OUT:HUT VT1&VT2
OUT:HNT VT1
OUT:HNT VT2
OUT:HNT VT1&VT2

79 ( 78)
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NT: Not typed, UT: Untypable, H-: H non—motile

* ETEC serotypes

06
08
025
027
0159
0167
0169
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I1I-1.-Continued-4

* EIEC serotype ) : Imported cases included in the total
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* EPEC serotypes
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* Other diarrhegenic Escherichia coli serotype

Ol111 1 1 - - - - -

* Salmonella Typhi phage types
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A~~~ A
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* Salmonella Paratyphi A phage types

1
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Untypable

— DD — W DD
A~~~ o~
— D — W N
(SRR

|

|

|

|

* Salmonella serovars

O4 Typhimurium 1
04 Haifa

04 Saintpaul

04 Agona

04 Derby

04 Heidelberg
041 4:i:-

O4 Paratyphi B
O7 Infantis

O7 Virchow

O7 Montevideo
O7 Thompson
O7 Bareilly

O7 Mikawasima
O7 Tennessee
08 Corvallis

08 Nagoya

08 Kottbus

08 Litchfield
09 Enteritidis
03, 10 Weltevreden
013 Havana
016 Hvittingfoss
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* Vibrio parahaemolyticus serotypes
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03:K6
O4:K9 1 - - - - - -
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* EIEC serotype ) : Imported cases included in the total

10 11 12
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0112 - _ - _ —

d4S |~

e,
o0V o

* EPEC serotypes
o1 - - 2
08 - - -
015 - - -
018 - - 1
026 - - -
044 - - -
78

O86a
O111
o119
0125
0126
0128
0146
0166

o= ==
—
|

(GRS - - - 1 1C D

L i SR N NI
|
I
I
|
|

* Other diarrhegenic Escherichia coli serotype
Ol11 - - - - - -

* Salmonella Typhi phage types

Bl - - - - - -
D1 - - - 1C D - -

E9 - - - 1( 1) - -

* Salmonella Paratyphi A phage types

1 1 D - - 1C D - -
4 — — — — — —
5 - - - - 11 -
6 — — — — — —
Untypable - - - 101 - -

* Salmonella serovars
04 Typhimurium - - 1 1 1 -
04 Haifa - -
04 Saintpaul - 1

04 Agona - 1 - - - -
04 Derby - -
04 Heidelberg - - - - - -
041 4:i:—- - - - - - -
O4 Paratyphi B - - 1 - - -
O7 Infantis

O7 Virchow

O7 Montevideo

O7 Thompson

O7 Bareilly

O7 Mikawasima

O7 Tennessee

08 Corvallis

O8 Nagoya

08 Kottbus

08 Litchfield

09 Enteritidis

03, 10 Weltevreden
013 Havana

016 Hvittingfoss - -

—
[ Sy e [
—
|
|
|
|

* Vibrio parahaemolyticus serotypes
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* Campylobacter jejuni serotypes () : Imported cases included in the total
5 1 2 3 4 5 6
Q = ) < > = =

> c

2 Z & 2 3 = zZ
&

Penner A 1 - - - - - -

Penner B 12 - - 1 - 3 1

Penner C 26 - - - - - -

Penner D 1 - - - - -

Penner G 1 - - - - - -

Penner O 2 - - - - -

Penner Y 6 - - - - -

Penner 76 1 - - - -

* Staphylococcus aureus coagulase types

1 3 - 1 - - - -
il 22 2 3 6 3 1 3
Il 3 - - - - - 2
I\% 6 1 2 - 2 - -
\Y% 3 - - 1 - - -
VI 1 1 - - - - -
VI 6 - - 1 - 1
Vil 3 - - - -
Untypable 1 - - 1 - -
* Streptococcus pyogenes T serotypes
T1 46 4 2 13 9 5 7
T2 2 - - - - 2
T3 20 1 3 - 4 6 2
4 133 19 16 27 16 8 13
T6 5 - 1 - - 1 1
T8 1 - - - - - -
T11 6 1 - - 1 - -
T12 216 17 12 41 22 17 19
T13 2 - - - - - 1
T22 1 - - 1 - - -
T25 13 2 1 - 1 1 2
T28 36 1 3 2 3 - 3
TB3264 22 - 4 1 5 2 3
Untypable 41 4 3 5 10 5 4
* Legionella pneumophila serogroups
1 7 - 1 - - 2 1
4 1 - 1 - - - -
* Neisseria meningitidis serogroup
Group B 1 - - - - - -
* Enterococcus faecium genotypes

vanA 3 - - - - - -
vanB 1 - - - - - -
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* Campylobacter jejuni serotypes () : Imported cases included in the total
7 8 9 10 11 12
= > 2] o Z <
= 5 & 3 = 3
Penner A - - - - - 1
Penner B 1 1 - y -
Penner C - - - - 26
Penner D 1 - - - -
Penner G - - - - - 1
Penner O - - - - - 1
Penner Y - 1 - 1 - -
Penner 76 - - - - - -

* Staphylococcus aureus coagulase types

I
I
ik
v
V — — — — —
A
VI
Vil

Untypable - - - - - -

* Streptococcus pyogenes T serotypes

N}

=
—_
I — | ©On | =
[ |
[ -
(2]
| o=

TB3264
Untypable

—
[\
[eq]
W= =

* Legionella pneumophila serogroups
1 1 - - - 1 1
/1 — — — — — —

* Neisseria meningitidis serogroup
Group B - - 1 - - -

* Enterococcus faecium genotypes
vanA 1 1 - - 1 -
vanb - 1 - - - -

63



Vol. 58, Suppl.

III-2. By clinical diagnosis of the source case, 2004

-Prefectural and municipal public health institutes
Based on the data received before October 2, 2007
() : Imported cases included in the total

3 2 2 2 2 2 5 =z g g ¢
=z e 2 2 3 = e B =
= = o] a = = o = T 28 8
e =2 = = 8 Z zZ = 5 =& =
§ 6 & = ~ jes} ) & 2= 3
G o - jan) ; %] e} ; >
@ 3 @ S o S 3z
= = o 2} = = %)
S 8 v S 8=
Z E o) !
< 2 T
5 7 Z
&
@]
=
o
Z
w
TOTAL 3233 ( 269)  25(22) 130 (80) 1934 (116) 15 ( 10) 23 (122) 9 5( 1) 30 6
Verotoxin—producing Escherichia coli (EHEC/VTEC)* 1934 ( 116) - - 1934 ( 116) - - - _ _ _
Enterotoxigenic Escherichia coli (ETEC)* 25( 1) - - - - - - - - _
Enteroinvasive Escherichia coli (EIEC)% 2 - - - - - _ _ _ _
Enteropathogenic Fscherichia coli serotype (EPEC)* 52(  3) - - - - - - - - _
Other diarrhegenic Escherichia coli* 1 - - - . . - - _ _
Salmonella Typhi* 15 ( 10) - - - 15 ( 10) - — _ _ _
Salmonella Paratyphi A% 23 (1 22) - - - - 23 ( 22) — _ _ _
Salmonella O4% 22 - - - - - - - - _
Salmonella OT% 50 - - - - - _ _ _ _
Salmonella O8% 6 - - - - - — - - _
Salmonella O9% 63 ( 1) - - - - - — _ _ _
Salmonella O3,10% 1 - - - - - - - _ _
Salmonella O13% 1 - - - - - - - - _
Salmonella O16% 1 - - - - - _ _ _ _
Salmonella O45 1 - - - - - — - - _
Salmonella group unknown 1C 1 - - - - - _ _ _ _
Vibrio cholerae O1: El Tor, Ogawa, CT(+) 15 ( 13) 15 ( 13) - - - - - - - _
Vibrio cholerae O1: El Tor, Inaba, CT(+) s( 7 8( 7 - - - - - - _ _
Vibrio cholerae 0139, CT(+) 2( 2 2( 2 - - - _ _ _ _ _
Vibrio parahaemolyticus * 10 - - - - - . - - _
Aeromonas sobria 2 - - - — — _ _ _ _
Aeromonas caviae 2 - - - - _ — _ _ _
Campylobacter jejuni* 142 ( 6) - - - - - _ - _ _
Campylobacter coll 2 - - - - - _ _ _ _
Staphylococcus aureus * 59 - - - - - . - - _
Clostridium perfringens 5 - - - - - — — _ _
Listeria monocytogenes 1 - - - - - - - - _
Shigella dysenteriae 1 1C 1 - 1( 1) - - - - - _ _
Shigella dysenteriae 2 1 - 1 - - - _ _ _ _
Shigella dysenteriae 4 1¢( 1) - 1( 1D - - - - - - _
Shigella flexneri la 4C 1 - 4( 1) - - - - - _ _
Shigella flexneri 1b 3( 3 - 3( 3) - - - - - . _
Shigella flexneri 2a 15( 9 - 15( 9) - - - - _ _ _
Shigella flexneri 2b 2( 2 - 2( 2 - - - - - - _
Shigella flexneri 3a 5( 1) - 5( 1) - - - - - - _
Shigella flexneri 4a 20 1 - 2( 1) - - - - - _ _
Shigella flexneri 4 1 - 1 - - _ _ _ _ _
Shigella flexneri 6 3( 2 - 3( 2 - - - - - - _
Shigella flexneri var.X 4 1 - 4( 1) - - - - - - _
Shigella flexneri serovar unknown 1 - 1 - - . - - _ _
Shigella boydii 1 1 - 1 - - - _ _ _ _
Shigella boydii 8 2 ( 2) - 2( 2 - - _ _ _ _ _
Shigella sonnei 84 ( 56) - 84 ( 56) - - - - - - _
Entamoeba histolytica 5(C 1) - - - - - - 5( 1) _ _
Cryptosporidium parvum 30 - - - - - _ - 30 _
Giardia lamblia 3 - - - - - _ _ _ _
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I

I

I

|

I

I
(2}

Streptococcus pyogenes * (Streptococcus group A)
Streptococcus agalactiae (Streptococcus group B)
Streptococcus group C

Streptococcus group G

Streptococcus other groups

Streptococcus pneumoniae

Bordetella pertussis

Clostridium tetani

Legionella pneumophila *

Mycobacterium tuberculosis

Mycoplasma pneumoniae

Enterococcus faecium *

Neisseria meningitidis *

Neisseria gonorrhoeae

Treponema pallidum

Other bacteria
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—~
N2

: Imported cases included in the total
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TVALLONNINODOONANVHA
SNOLLOHANI
SISSN.LYdd
VNIONVJIHH
VHHIHONOD
SYIH.LO
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SILIDONAYVHd

TVODODO0LdHILS V dNOYD
ONINOSIOd dO

SLLIONINHN "TVOOOOOODNINHN
NOILLOHANI SNOO0DO¥HLNT
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SLLIMHLNHONLSYD
SLLIONINHN TVRIELOVE
HVINOWNEN "TVIASYTdOOAN

TOTAL

o
—
o
S
—

544 193 ( 2) 4 1 1

-
—
wo
—_
=Y
S}

(7D 5 65( 9

Verotoxin-producing Escherichia coli (EHEC/VTEC)* - - - - - - - - - - - - - _ _
Enterotoxigenic Escherichia coli (ETEC)* - - - - - - 7( 2 — - . - _ 12 _ 6( 5)
Enteroinvasive Escherichia coli (EIEC)* - - - - - - 2 - - - _ _ _ _ _
Enteropathogenic Escherichia coli serotype (EPEC)% - - - - - - 37 - - — — — - 1 14( 3)
Other diarrhegenic Escherichia coli* - - - - - - 1 - - - - - - _ _
Salmonella Typhi* - - - - - - - . - . . . _ _ _
Salmonella Paratyphi A% - - - - - -
Salmonella O4% - - - - - -
Salmonella OT% - - - - - -
Salmonella O8% - - - - - -
Salmonella O9% - - - - - -
Salmonella O3,10% - - - - - -
Salmonella O13% - - - - - -
Salmonella O16% - - - - - -
Salmonella 045 - - - - - -
Salmonella group unknown - - - - - -
Vibrio cholerae O1: El Tor, Ogawa, CT(+) - - - - - - - - - - - _ _ _ _
Vibrio cholerae O1: El Tor, Inaba, CT(+) - - - - - - - - _ - _ _ _ _ _
Vibrio cholerae 0139, CT(+) - - - - - - - - - - _ _ _ _ _
Vibrio parahaemolyticus * - - - - - - - _ _ _ _ _ 7 1 9
Aeromonas sobria - - - - - - 1 - - - - - - _ 1
2

—

)
I = | == W = O |
|
|
|
|
|
N
[
—
—
—

Aeromonas caviae - - - - - - 2 - - - - - - -
Campylobacter jejuni* - - - - - - 68 - - - - _ 61 ( 6) 11
Campylobacter coli - - - - - - 9 - - - _ _
Staphylococcus aureus * - - - - - - 22 1 - - - _
Clostridium perfiingens - - - - - - - - - - - -
Listeria monocytogenes - - - - - - - - - 1 - _
Shigella dysenteriae 1 - - - - - - — - _ _ _ _ _ _ _
Shigella dysenteriae 2 - - - - - - - - _ _ _ _ _ _ _
Shigella dysenteriae 4 - - - - - - _ _ _ _ _ _ _ _ _
Shigella flexneri 1a - - - - - - - . - . . _ _ _ _
Shigella flexneri 1b - - - - - - - - - - - - - - -
Shigella flexneri 2a - - - - - - - - - - . - _ _
Shigella flexneri 2b - - - - - - - - _ _ _ _ _ _ _
Shigella flexneri 3a - - - - - - - — _ _ _ _ _ _ _
Shigella flexneri 4a - - - - - - - . - . _ _ _ _ _
Shigella flexneri 4 - - - - - - - — _ _ _ _ _ _ _
Shigella flexneri 6 - - - - - - - - - - - - _ _ _
Shigella flexneri var.X - - - - - - - - _ _ _ _ _ _ _
Shigella flexneri serovar unknown - - - - - - _ _ _ _ _ _ _ _ _
Shigella boydii 1 - - - - - - - . - - . - _ _ _
Shigella boydii 8 - - - - - - - — - _ _ _ _ _ _
Shigella sonnei - - - - - - - - - - - - _ _ _
Entamoeba histolytica - - - - - - - - - - - - _ _ _
Cryptosporidium parvum - - - - - - - - _ _ — _ _ _ _
Giardia lamblia - - - - - - - - - - - - - - -

Streptococcus pyogenes * (Streptococcus group A) - - - - 1 528 - - 1 - - - = 3
Streptococcus agalactiae (Streptococcus group B) - - - - - 1 - - - - - - - _
Streptococcus group C - - - - - 1 - - - - — _ _ 2
Streptococcus group G - - - - - 10 - - - - - - - 9
Streptococcus other groups - - - - - 2 - - - - - - _ _
Streptococcus pneumoniae - - - - - 2 - - - - - - - _ _
Bordetella pertussis - - - - - - - 3 - - - - - - _
Clostridium tetani - - 2 - - - - - - - _ _ _ _ _
Legionella pneumophila * - - - - - - - - - - - - _ _
Mycobacterium tuberculosis - - - - - - - _ _ _ _ _ _ 1

Mpycoplasma pneumoniae - - - - - - - - - - 7 - - 4 _
Enterococcus faecium* - - - 4 - - - - - - - - _ - _
Neisseria meningitidis * 2 - - - - - - — _ _ _ _ _ _ _
Neisseria gonorrhoeae - - - - - - - - - - - 13 _ _ _
Treponema pallidum - 1 - - - - - - _ _ - _ _ _ _
Other bacteria - - - - - - 1 - - - - - - - -
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% EHEC/VTEC serotypes & VT types () : Imported cases included in the total
3 2 g 2 Z z 5 = S 48 2
= ) 5 53] | = o= Z 2z 2
= = o a = = o = Z gg ¢
i 2 = Z g 2 zZ 3 S 28 =
@ g 2 S 2 g 38z
3 o o & 5 ag
g = e < g 2%
o o zm
< IZE -
w —_
=2 z
i)
o]
9]
=
o
Z
v
O157:H7 VT1 120 1 - - 12(C D - B [ - —
O157:HT VT2 337 ( 2 - - 337 (2 - - - _ -
O157:H7 VT1&VT2 618 (3 - - 618 ( 3) - - - _ o
0157:H- VT1 7 - - 7 - - - - _ _ _
O157:H- VT2 20 - - 20 - - - _ o
O157:H- VT1&VT2 30 - - 30 - - - - - _ _
O157:HUT VT2 1 - - 1 - - - - - - -
O157:HNT VT1 4 - - 4 - - - - _ - _
O157:HNT VT2 60 (1) - - 60 (1) - - - - - - -
O157:HNT VT1&VT2 100 - - 100 - - - - - - -
026:H11 VT1 300 (8 - - 300 (8 - - - - o
026:H11 VT2 1 - - 1 - - - - _ _ _
026:H11 VT1&VT2 7 - - 7 - - - - _ _ _
026:H- VT1 41 - - 41 - - - - - - _
026:HUT VT1 5 - - 5 - - . - — . _
O26:HNT VT1 99 - - 99 - - - - - _ _
O26:HNT VT2 1 - - 1 - - - - _ _ _
O26:HNT VT1&VT2 4 - - 4 - - - - _ _ _
OI111:H- VT1 6 - - 6 - - - - - - _
O111:H- VT2 1 - - 1 - - - - - . _
O111:H- VT1&VT2 97 ( 78) - - 97 ( 78) - - - _ o
O111:HNT VT1 14 - - 14 - - - - - - -
O111:HNT VT1&VT2 31 - - 31 - - - - - _ _
O1:H20 VT1 1 - - 1 - - - _ _ _ _
OL:HNT VT1 1 - - 1 - - - - - . _
O8:H19 VT1&VT2 1 - - 1 - - - - _ _ _
025:H- VT1 1 - - 1 - - _ - _ _ _
063:H6 VT2 2 - - 2 - - - - _ _ _
O63:HNT VT2 3 - - 3 - - - - - - -
O74:H20 VT1&VT2 1 - - 1 - - - - _ _ _
0103:H2 VT1 4 - - 4 - - - - _ _ _
0103:HUT VT1 1 - - 1 - - - - - _ _
O103:HNT VT1 3 - - 3 - - - - _ _ _
OI119:HNT VT1 2 - - 2 - - - _ - _ _
O119:HNT VT1&VT2 2 - - 2 - - - - _ - _
O121:H19 VT2 21 - - 21 - - - - - _ _
O121:HNT VT2 5 - - 5 - - - - _ _ _
0127a:HNT VT1 1 - - 1 - - - - _ _ _
0128:H2 VT1 2 - - 2 - - _ _ - _ _
0128:H19 VT1 1 - - 1 - - . - — — _
O128:HNT VT1&VT2 3 - - 3 - - - - _ _ _
0145:H16 VT1 2 - - 2 - - - - - - -
O145:HNT VT1 1 - - 1 - - - - _ _ _
0146:H19 VT2 2( 2 - - 2( 2 - _ - _ o
0146:H- VT1&VT2 1 - - 1 - - - . — . _
O146:HNT VT1 1 - - 1 - - - - _ _ _
O146:HNT VT1&VT2 1 - - 1 - - - - - - -
O148:HNT VT2 2 - - 2 - - - - _ _ _
0165:H- VT2 4 - - 4 - - _ _ - _ _
O165:HNT VT1 1 - - 1 - - - - _ - _
OUT:H2 VT1 5( 4 - - 5( 4 - - - - - o
OUT:H2 VT1&VT2 1 - - 1 - - - - - - -
OUT:H7 VT1 1cn - - 1C - - - _ o
OUT:H7 VT1&VT2 1 - - 1 - - - - - - _
OUT:HI8 VT2 e - - 1Cn - - - - - o
OUT:HI9 VTI 5( 4 - - 5( 4 - - - - o
OUT:H19 VT2 1 - - 1 - - - - - - -
OUT:H- VT1 4 2 - - 14 ( 2 - - - - - -
OUT:H- VT2 2 - - 2 - - _ _ _ _ _
OUT:H- VT1&VT2 1 - - 1 - - - - _ - _
OUT:HUT VT1 3 - - 3 - - - - _ _ _
OUT:HUT VT2 1 - - 1 - - - - - - -
OUT:HUT VT1&VT2 1 - - 1 - - - - _ _ _
OUT:HNT VT1 %5( 9 - - 2% ( 9 - - - _ o
OUT:HNT VT2 4 - - 4 - - - - _ _ _
OUT:HNT VT1&VT2 2 - - 2 - - - - _ _ _

NT: Not typed, UT: Untypable, H-: H non-motile
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* EHEC/VTEC serotypes & VT types

-
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: Imported cases included in the total

SILIDNINEN "TVOOODOONININ

SI'IIHAAS

SOANV.LIL

NOILLOHANI SNOO0D0¥HLNA

LNVLSISHI-NIDAIWNOONVA

HHAHA

TVALLONNINODOONAMVHdI

SILIONAYVHd

TVOO0D0LdddLS V dNOYD

SNOLLOHANI

SILALNIOYLSVD

SISSN.Lydd

VNIONVAYHH

SILIDNINHW TVIRIHLOVE| ™

VHHYYONOD
ONINOSIOd dOO0d
SYIHLO

V.LIvVd ON

HVINOWNENd TVINSVIdODAN

O157:H7 VT1
O157:H7 VT2
O157:H7 VT1&VT2
O157:H- VT1
O157:H- VT2
O157:H- VT1&VT2
O157:HUT VT2
OI57:HNT VT1
O157:HNT VT2
O157:HNT VT1&VT2
026:H11 VT1
026:H11 VT2
026:H11 VT1&VT2
026:H- VT1
026:HUT VT1
O26:HNT VT1
O26:HNT VT2
O26:HNT VT1&VT2
O111:H-VTI
O111:H- VT2
O111:H- VT1&VT2
OI11:HNT VT1
OIL11:HNT VT1&VT2
O1:H20 VT1
OL:HNT VT1
O8:H19 VT1&VT2
025:H- VT1
063:H6 VT2
O63:HNT VT2
O74:H20 VT1&VT2
0103:H2 VT1
0O103:HUT VT1
O103:HNT VT1
O119:HNT VT1
OI119:HNT VT1&VT2
O121:H19 VT2
OI121:HNT VT2
O127a:HNT VT1
0128:H2 VT1
O128:H19 VT1
O128:HNT VT1&VT2
O145:H16 VT1
O145:HNT VT1
0146:H19 VT2
O146:H- VT1&VT2
O146:HNT VT1
O146:HNT VT1&VT2
O148:HNT VT2
0165:H- VT2
O165:HNT VT1
OUT:H2 VT1
OUT:H2 VT1&VT2
OUT:HT7 VT1
OUT:H7 VT1&VT2
OUT:H18 VT2
OUT:H19 VT1
OUT:H19 VT2
OUT:H- VT1
OUT:H- VT2
OUT:H- VT1&VT2
OUT:HUT VT1
OUT:HUT VT2
OUT:HUT VT1&VT2
OUT:HNT VT1
OUT:HNT VT2
OUT:HNT VTI1&VT2

NT: Not typed, UT: Untypable, H-: H non—motile
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* ETEC serotypes () : Imported cases included in the total
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* EIEC serotype

0112 1 - - - - - - - - -
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* Other diarrhegenic Escherichia coli serotype

o111 I - - - - - - - - -

* Salmonella Typhi phage types

A

Bl
D1
D2
E9

D - = - = -
n - - - - -
n - - - - -
n - - - - -
v - - - - -

[
|
|
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— = DO

* Salmonella Paratyphi A phage types

1
4
5
6
Untypable

— 0 = o
—
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|
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— D = o Y
—
|
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* Salmonella serovars

—

04 Typhimurium
04 Haifa

04 Saintpaul

04 Agona

04 Derby

04 Heidelberg
041 4:i:—

O4 Paratyphi B
O7 Infantis

O7 Virchow

O7 Montevideo
O7 Thompson
O7 Bareilly

O7 Mikawasima
O7 Tennessee
08 Corvallis

O8 Nagoya

08 Kottbus

08 Litchfield
09 Enteritidis
03, 10 Weltevreden
013 Havana
016 Hyvittingfoss
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* ETEC serotypes () : Imported cases included in the total
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08 - - - - - ==
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1
1
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1
0159 - - - - - -

0167 - - - - - -
0169 - - - - - -

- 202

* EIEC serotype
o112 - - - - - - 1 - - - - - - - -

* EPEC serotypes

[oN} - - - - - B
08 - - - - - -
015 - - - - - B
018 - - - - - -
026 - - - - - B
044 - - - - - B
078 - - - - - -
086a - - - - - -
o111 - - - - - -
0119 - - - - - -
0125 - - - - - B
0126 - - - - - -
0128 - - - - - B
0146 - - - - - -
0166 — - - — - —
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* Other diarrhegenic Escherichia coli serotype
Ol11 - - - - - - 1 - - - - - - - -

* Salmonella Typhi phage types

A - - - - - - - - - - - - - - -
Bl - - - - - - - - - - - - - - -
D1 - - - - - - - - - - - - - - -
D2 - - - - - - - - - - - - - - -
E9 - - - - - - - - - - - - - - -

* Salmonella Paratyphi A phage types

1 - = = - - = - — - - - - - -
4 _ _ - _ - _ _ - - _ _ - - _
5 - _ - _ - _ - - - _ - - - -
6 _ _ _ _ _ _ _ - _ _ _ _ _ _
Untypable - - - - - - - - - - - - - - -

* Salmonella serovars

04 Typhimurium - — - _ — _
04 Haifa - - - - - -
04 Saintpaul - - - - - _
04 Agona - - - - _ _
04 Derby - - - - - -
04 Heidelberg - - - - _ _
041 4:i:—- - - - - - -
04 Paratyphi B - - - - - _
O7 Infantis - - - - - _
O7 Virchow - - - - - .
OT7 Montevideo - - - - - -
O7 Thompson - - - _ _ _
O7 Bareilly - - - _ _ _
O7 Mikawasima - - - _ _ _
O7 Tennessee - - - - - -
08 Corvallis - - - - - -
08 Nagoya - - - - _ _
08 Kottbus - - - - - -
08 Litchfield - - - - _ _
09 Enteritidis - - - - - -
03, 10 Weltevreden - - - - - -
013 Havana _ - _ _ _ _
016 Hyvittingfoss - - - - - _

| G wm == | =W
| |
| |
| I
| I
| I
Do

|

|

|

| ==

(S}
[  SUE N P
I
I
I
I
I
I
I

|
[
|
|
|
)
[
-

69



Vol. 58, Suppl.

I1I-2.-Continued-6

* Vibrio parahaemolyticus serotypes

() : Imported cases included in the total

3 2 2 = 3 3 T 2 5 % ©
3 > ) o o) = o 5 Z 3< ;>U
= = & o z s S g I B8 &
- 2 E z g =2 z = 3 %8 2
> o et o} trﬂ ] 2 3z %
%] ool es! jans = n ne} Z 7]
& a @ S O g 8=
= 5 S z 2 %%z
S B = 2 % A=<
S5 ="
< Z =
& CZ
&
@}
=
o
&
K6 3 - - - - - - - - -
03:K6 6 - - - - - - - - -
O4:K9 1 - - - - - - - - -
*x Campylobacter jejuni serotypes
Penner A 1 - - - - - - - - -
Penner B 12 - - - - - - - - -
Penner C 26 - - - - - - - - -
Penner D 1 - - - - - - - - -
Penner G 1 - - - - - - - - -
Penner O 2 - - - - - - - - -
Penner Y 6 - - - - - - - - -
Penner Z6 1 - - - - - - - - -
* Staphylococcus aureus coagulase types
T 3 - - - - - - - - -
1l 22 - - - - - - - - -
m 3 - - - - - - - - -
v 6 - - - - - - - - -
\ 3 - - - - - - - - -
VI 1 - - - - - - - - -
U 6 - - - - - - - - -
VI 3 - - - - - - - - -
Untypable 1 - - - - - - - - -
* Streptococcus pyogenes ‘T serotypes
T1 16 - - - - - - - T -
T2 2 - - - - - - - - - -
T3 20 - - - - - - - - -
T4 133 - - - - - - - - -
T6 5 - - - - - - - - -
T8 1 - - - - - - - - -
T11 6 - - - - - - - - - -
T12 216 - - - - - - - - -
T13 2 - - - - - - - - -
T22 1 - - - - - - - - -
T25 13 - - - - - - - - -
T28 36 - - - - - - - - -
TB3264 22 - - - - - - - 2 -
Untypable 41 - - - - - - - 2 -
* Legionella pneumophila serogroups
1 7 - - - - 7 - - - -
4 1 - - - - - - - -
* Neisseria meningitidis serogroup
Group B 1 - - - - - - - - -
* FEnterococcus faecium genotypes
vanA 3 - - - - - - - - -
vanB 1 - - - - - - - - -
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% Vibrio parahaemolyticus serotypes () : Imported cases included in the total

E 2 3 g2 32 L8 o%F = 5 £ 2 8 3 S B

2 3 Z% Iz 28 & 22 3% 3 2 ¢ z 5

2 2 28882 :22 %8 229§ S D g
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o o8 A =3 Zwu = 1 o

o) 5% o Z& = > 2 5 2z

8 8L 2 7% £ 2

2 e = = =] g Q

5 [ 2R c o = Z =z

=z £z 4 a4 @ 8 g

e} o3 3 o) = c

Z o= 2 a s =

= aZ < a Qo

5 =" P = z

5 o & =

7] Z m
K6 - - - - - - - - - - 3 - -
03:K6 - - - - - - - - - - - 4 1o
04:K9 - - - - - - - - - - - - -1
* Campylobacter jejuni serotypes
Penner A - - - - - - - - - - - 1 - -
Penner B - - - - - - 9 - - - - 2 1 -
Penner C - - - - - - - - - - - 22 4 -
Penner D - - - - - - 1 - - - - - - -
Penner G - - - - - - - - - - - 1 - -
Penner O - - - - - - 2 - - - - - - -
Penner Y - - - - - - 1 - - - - - 5 -
Penner Z6 _ _ — _ _ _ 1 _ _ _ _ _ _ _
* Staphylococcus aureus coagulase types
T - - - - - - 2 - - - - - T -
1 - - - - - - 3 - - - - - 6 13
m - - - - - - 2 - - - - - 1 -
v - - - - - - 3 T 2 -
A% - - - - - - 3 - - - - - - -
Vi - - - - - - 1 - - - - - - -
VI - - - - - - 5 - - - - - 1 -
Vi - - - - - - 3 - - - - - - -
Untypable - - - - - - - - - - - - 1 -
* Streptococcus pyogenes T serotypes
T1 - - - - - B - - - - - - -
T2 - - - - - 2 - - - - - - - - -
T3 - - - - - 20 - - - - - - - -
T4 - - - - - 127 - - - - - - 1 5
T6 - - - - - 4 - - - - - - -1
T8 - - - - - 1 - - - - - - -
Ti1 - - - - - 6 - - - - - - - - -
T12 - - - - 121 - T - - - - 2
TI3 - - - - - 2 - - - - - - - -
T22 - - - - - 1 - - - - - - - -
T25 - - - - -2 - - - - - - -1
T28 - - - - - 36 - - - - - - - -
TB3264 - - - - -7 - - - - - - -3
Untypable - - - - - 39 - - - - - - - -

* Legionella pneumophila serogroups

1
4

* Neisseria meningitidis serogroup

Group B

* Fnterococcus laecium genotypes

vanA
vanl3
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III-3. By age group, 2004
-Prefectural and municipal public health institutes
Based on the data received before October 2, 2007
() : Imported cases included in the total

AGE GROUP (AGE IN YEARS)
TOTAL 0-4 5-9 10-14 15-19 20-24 25-29 30-34

TOTAL 3233 ( 269) 814 ( 4) 703 ( 3) 254 (1 2) 223 (107) 178 ( 33) 151 ( 22) 128 ( 24)

Verotoxin-producing Fscherichia coli (EHEC/VTEC)* 1934 ( 116) 503 ( 3) 287 (1) 139 192 (103) 135(C 1) 101 88
Enterotoxigenic Escherichia coli (ETEC)* 25( 7 2 - 12 (1 1C D 2
Enteroinvasive Escherichia coli (EIEC)* 2 1 - -
Enteropathogenic Escherichia coli serotype (EPEC)% 52 ( 3) 35 12
Other diarrhegenic Escherichia coli* 1 1 -
Salmonella Typhi% 15 ( 10)
Salmonella Paratyphi A% 23 ( 22)
Salmonella O4% 22
Salmonella O

Salmonella O8%

Salmonella O9%

Salmonella 03,10

Salmonella 013

Salmonella O16

Salmonella O45

Salmonella group unknown

Vibrio cholerae O1: El Tor, Ogawa, CT(+)
Vibrio cholerae O1: El Tor, Inaba, CT(+)
Vibrio cholerae 0139, CT(+)

Vibrio parahaemolyticus *

Aeromonas sobria

Aeromonas caviae

Campylobacter jejuni*

Campylobacter coli

Staphylococcus aureus *

Clostridium perfringens

Listeria monocytogenes

Shigella dysenteriae 1

Shigella dysenteriae 2

Shigella dysenteriae 4

Shigella flexneri 1a

Shigella flexneri 1b

Shigella flexneri 2a

Shigella flexneri 2b

Shigella flexneri 3a

Shigella flexneri 4a

Shigella flexneri 4

Shigella flexneri 6

Shigella flexneri var.X

Shigella flexneri serovar unknown

Shigella boydii 1

Shigella boydii 8

Shigella sonner

Entamoeba histolytica

Cryptosporidium parvum

Giardja lamblia
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Streptococcus pyogenes* (Streptococcus group A) 162 300 48 3 1 2 4
Streptococcus agalactiae (Streptococcus group B)
Streptococcus group C

Streptococcus group G

Streptococcus other groups

Streptococcus pneumoniae

Bordetella pertussis

Clostridium tetani

Legionella pneumophila *

Mycobacterium tuberculosis

Mycoplasma pneumoniae

Enterococcus faecium

Neisseria meningitidis *

Neisseria gonorrhoeae

Treponema pallidum

Other bacteria
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() : Imported cases included in the total
AGE GROUP (AGE IN YEARS)

35-39 40-44 45-49 50-54 55-59 60-64 65-69 70— UNKNOWN
TOTAL 97 ( 9) 66 ( 4) 76 ((11) 84 (113) 72 ( 10) 63 ( 8) 43 ( 6) 123 ( 6) 158 ( 7
Verotoxin—producing Escherichia coli (EHEC/VTEC)% 65 52 ( 1) 51 ( 3) 47 48 ( 1) 42 32( 1) 81 71
Enterotoxigenic Escherichia coli (ETEC)* - 101 - 1C D 3 - - 1( D 1
Enteroinvasive Escherichia coli (EIEC)* - - - - - - - - -
Enteropathogenic Escherichia coli serotype (EPEC)% - - - - - 11 - 1 1( 1)
Other diarrhegenic Escherichia coli* - - - - - - - - -
Salmonella Typhi* 1 1 - 1 - 1 (D - -
Salmonella Paratyphi A% - - 2( 1 11 - 1C D - - -
Salmonella O4% 2 1 1 1 1 1 - 2 1
Salmonella OT% 1 - 3 4 1 - 1 1 18
Salmonella O8% - - - - - 2 - - 1
Salmonella O9% 3 2 3 3 3(C D 1 6 14
Salmonella 03,10 1 - - - - - - - -

Salmonella 013

Salmonella 016

Salmonella 045

Salmonella group unknown -

Vibrio cholerae O1: El Tor, Ogawa, CT(+) 1

Vibrio cholerae O1: El Tor, Inaba, CT(+) 2

Vibrio cholerae 0139, CT(+) -

Vibrio parahaemolyticus * - - -

Aeromonas sobria -

Aeromonas caviae -

Campylobacter jejuni* 3

Campylobacter coli -
2

TR

(1 1( 1) -
1 2( 2 -

L

(QV]

[

[ R e I |
|
|

Staphylococcus aureus *
Clostridium perfiingens *
Listeria monocytogenes * - - -
Shigella dysenteriae 1 - - - - - - - - -
Shigella dysenteriae 2 - - -
Shigella dysenteriae 4 - -
Shigella flexneri 1a - 1
Shigella flexneri 1b - -
Shigella flexneri 2a - 1
Shigella flexneri 2b - -
Shigella flexneri 3a - - - - 1 -
Shigella flexneri 4a - - - 101 - -
Shigella flexneri 4 - - - - - -
Shigella flexneri 6

Shigella flexneri var.X

Shigella flexneri serovar unknown
Shigella boydii 1 -
Shigella boydii 8 - - -
Shigella sonnei 7( 6) 1 4( 3)
Entamoeba histolytica - - -
Cryptosporidium parvum - - -
Glardia lamblia - - -

|
| == 1w
I |
| | [
I | I
1 [
| |

o= =
1w
«
o=
—
—
1w
o
&
|

| ==
|
|
|
|

~—
S
— Do
)
=
| w |
)

— = =
—_
Z
|

Streptococcus pyogenes* (Streptococcus group A) 6 1 1 2 - 1 - 1 17
Streptococcus agalactiae (Streptococcus group B) - - - - - - - - _
Streptococcus group C - - - - - - — _ _
Streptococcus group G - - - 1 - - _ _
Streptococcus other groups - - - - - - - - _
Streptococcus pneumoniae % - - - - - _ _
Bordetella pertussis - - - - - - _
Clostridium tetani - - - -
Legionella pneumophila * - - 1 1

Mycobacterium tuberculosis - - - -

Mycoplasma pneumoniae - - - 1 — _
Enterococcus faecium * 1 - - -

Neisseria meningitidis * - - - - - - _
Neisseria gonorrhoeae - 2 - - - - _
Treponema pallidum - - 1 - - _ _ _ _
Other bacteria - - - - - - - - _

|
|

| oMo — |
| —

|
w
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I1I-3.-Continued-2

* EHEC/VTEC serotypes & VT types () : Imported cases included in the total
AGE GROUP (AGE IN YEARS)

TOTAL 0-4 5-9 10-14 15-19 20-24 25-29 30-34
O157:H7 VT1 2 1 1 2 - 1 1 i 1
O157:H7 VT2 337 (2 92 ( 1) 51 26 23 31 17 14
O157:H7 VT1&VT2 618 ( 3) 112( 2 92 59 400 1 58 44 34
O157:H- VT1 7 3 1 - 1 1 - -
O157:H- VT2 20 3 7 - 2 2 2
O157:H- VT1&VT2 30 3 4 2 - 2 3 1
O157:HUT VT2 1 - - - - 1 - -
O157:HNT VT1 4 - 1 1 - - - -
O157:HNT VT2 60( 1) 15 10 3 - 6 2 4
O157:HNT VT1&VT2 100 14 18 7 8 12 11 7
026:H11 VT1 300( 8 147 49 5 13( 8 4 10 11
026:H11 VT2 1 1 - - - - - -
026:H11 VT1&VT2 7 4 - 1 - 1 - -
026:H- VT1 41 21 2 2 1 1 3 2
026:HUT VT1 5 2 1 - - - - -
026:HNT VT1 99 42 14 3 2 2 3 2
026:HNT VT2 1 - - - - - - -
026:HNT VT1&VT2 4 3 - 1 - - - -
O111:H- VT1 6 3 2 - - 1 - -
O111:H- VT2 1 - - - - 1 - -
O111:H- VT1&VT2 97 ( 78) 12 2 - 75 ( 75) 2 - 3(C 1
O111:HNT VT1 14 7 1 1 - 1 - -
OL11:HNT VT1&VT2 31 7 18 3 - 1 - -
O1:H20 VT1 1 - - - - - - -
O1:HNT VT1 1 - - - - - - 1
08:H19 VT1&VT2 1 - - - - - -
025:H- VT1 1 - - - - - -
063:H6 VT2 2 - - - - - - 1
O63:HNT VT2 3 2 - - - - - -
074:H20 VT1&VT2 1 - - - - - -
0103:H2 VT1 4 1 - - - - - 1
0103:HUT VT1 1 - - - 1 - -
O103:HNT VT1 3 - 1 - 1 - 1
O119:HNT VT1 2 - 1 - - - -
O119:HNT VT1&VT2 2 - - - - - - -
0121:H19 VT2 21 - 1 18 - - 1 -
O121:HNT VT2 5 2 - - - - - 1
0127a:HNT VT1 1 - 1 - - - -
0128:H2 VT1 2 2 - - - - -
0128:H19 VT1 1 - 1 - - - -
O128:HNT VT1&VT2 3 - - - 2 - - -
0145:H16 VT1 2 - 1 - - - -
O145:HNT VT1 1 - - 1 - - -
0146:H19 VT2 2( 2 - - - 2( 2 - - -
0146:H- VT1&VT2 1 - - - - - -
O146:HNT VT1 1 - - - - - -
O146:HNT VT1&VT2 1 - - 1 - -
O148:HNT VT2 2 - - - - -
0165:H- VT2 4 2 2 - - - -
O165:HNT VT1 1 - - - - - - 1
OUT:H2 VTI1 5( 4) - - - 4( 4 - - -
OUT:H2 VT1&VT2 1 - - - - - - -
OUT:H7 VT1 1 1 - - - - - - 1( D
OUT:H7 VT1&VT2 1 - - - - - -
OUT:H18 VT2 1C 1 - - - 1C 1 - - -
OUT:H19 VT1 5( 4 - - - 4( 4 - - -
OUT:H19 VT2 1 - 1 - - - - -
OUT:H- VTI1 M 2 1 101 - 1C D 1 - -
OUT:H- VT2 2 - _ _ 1 _ _ _
OUT:H- VT1&VT2 1 - - - 1 - -
OUT:HUT VT1 3 - - - 1 - -
OUT:HUT VT2 1 - - - - - -
OUT:HUT VTI1&VT2 1 - - - - - - -
OUT:HNT VT1 25( 9 - 1 2 9( 1 3D 2 1
OUT:HNT VT2 4 - 1 - - - - -
OUT:HNT VT1&VT2 2 - - - - - 1 -

NT: Not typed, UT: Untypable, H-: H non-motile
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I1I-3.-Continued-3

* EHEC/VTEC serotypes & VT types () : Imported cases included in the total
AGE GROUP (AGE IN YEARS)

35-39 40-44 45-49 50-54 55-59 60-64 65-69 70— UNKNOWN
O157:H7 VT1 - - 1 2( 1) 1 - 1
O157:H7 VT2 14 11 6( 1) 12 10 6 10
O157:H7 VT1&VT2 16 15 17 16 41
O157:H- VT1 - - - -
O157:H- VT2
O157:H- VT1&VT2
O157:HUT VT2
O157:HNT VT1
O157:HNT VT2
O157:HNT VT1&VT2
026:H11 VT1
026:H11 VT2
026:H11 VT1&VT2
026:H- VT1
026:HUT VT1
O26:HNT VT1
O26:HNT VT2
O26:HNT VT1&VT2 - -
O111:H- VT1 - -
O111:H- VT2 - -
O111:H- VT1&VT2 - 1
OI11:HNT VT1 - 1 - - - 1 - 1

1

Do
o
Do
—
I~

|
|
—
Do
| == | = |

| o=
|
0o

Do

I N — | W |
|
| == = O

| == 0= | DO
(RS
oo |
e | ow |

| o= o=

[ I
|
|

[ I

(IS ]
[ S|
| w
| |
|
|

[

OI11:HNT VT1&VT2 1
O1:H20 VT1 - - - _
OI:HNT VT1 - - - - - - - _ _
O8:H19 VT1&VT2 - - - - 1 - - - -
025:H- VT1 - - - - - - - _ _
063:H6 VT2 - - - - - _ _ _ 1
063:HNT VT2 - - - - - 1 - - _
O74:H20 VT1&VT2 - - - - - - 1 _ _
0103:H2 VT1 - - - - 1 - _ _ 1
0103:HUT VT1 - - - - - - - _ _
O103:HNT VT1 - - - - - _ _ _ _
OI119:HNT VT1 - - - - - - - - -
OI119:HNT VT1&VT2 - - - 1 1 -
0121:H19 VT2 - - - - _ 1

OI121:HNT VT2 1 - - - - 1 _ _ _
0127a:HNT VT1 - - - - - _

0128:H2 VT1 - - - - - - - - -
0128:H19 VT1 - - - - - - - _ _
O128:HNT VT1&VT2 - - - - - - - _ 1
0O145:H16 VT1 - - - - - - - _ _
O145:HNT VT1 - - - - - _ _ _ _
0146:H19 VT2 - - - - - - _ _
0146:H- VT1&VT2 - - - - - - - 1 _
O146:HNT VT1 - - - - - _ _ 1

O146:HNT VT1&VT2 - - - - - - _ _

O148:HNT VT2 - 1 - - - _ _ _ _
0165:H- VT2 - - - - - - - - -
O165:HNT VT1 - - - - - - - _ _
OUT:H2 VT1 - - - - - - _ _ 1
OUT:H2 VT1&VT2 - - 1 - - - - _ _
OUT:H7 VT1 - - - - - - - - _
OUT:HT7 VT1&VT2 - - - - - - - _ -
OUT:H18 VT2 - - - - - - - _ _
OUT:H19 VT1 - - - - 1 - _ _ _
OUT:H19 VT2 - - - - - - - _ _
OUT:H- VT1 - - 1 - - _ _ _ 9
OUT:H- VT2 - 1 - - - - _ _ -
OUT:H- VT1&VT2 - - - - - - - _ _
OUT:HUT VT1 - - - 1 - - - - _
OUT:HUT VT2 1 - - - - _ _ _ _
OUT:HUT VT1&VT2 -
OUT:HNT VT1 -
OUT:HNT VT2 -
OUT:HNT VT1&VT2 -
NT: Not typed, UT: Untypable, H-: H non—motile
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* ETEC serotypes

() : Imported cases included in the total

TOTAL

o

AGE GROUP (AGE IN YEARS)

10-14

15-19

20-24

25-29

30-34

06
08
025
027
0159
0167
0169

1(
1(
5 (
1
1
2 (
13 (

1
)]
2)

2)
1))

1C D
10 D

* EIEC serotype

Ol12

* EPEC serotypes

o1
08
015
018
026
044
078
O86a
0111
0119
0125
0126
0128
0146
0166

—

DO — WO DD — = O = = U1 W 00— DO —

1

2)

[ e S S R Y S N CIe |

w

[

1)

* Other diarrhegenic Escherichia coli serotype

Ol111

* Salmonella Typhi phage types

A

Bl
D1
D2

—— DO

1(
1(

D

* Salmonella Paratyphi A phage types

1
4
5
6
Untypable

e SISt )

1C D

—o

2)
1

2( 2

% Salmonella serovars

04 Typhimurium
04 Haifa

04 Saintpaul

04 Agona

04 Derby

04 Heidelberg
O4 1 4:i:—

04 Paratyphi B
O7 Infantis

O7 Virchow

OT7 Montevideo
O7 Thompson
O7 Bareilly

O7 Mikawasima
OT Tennessee
08 Corvallis

08 Nagoya

08 Kottbus

08 Litchfield
09 Enteritidis
03,10 Weltevreden
013 Havana
016 Hvittingfoss

—

)

[
[ e i e Sl Sl e I IR o R J e S O R 3T}

| o=

[ R

[

(ISR
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I1I-3.-Continued-5

* ETEC serotypes () : Imported cases included in the total
AGE GROUP (AGE IN YEARS)
35-39 40-44 45-49 50-54 55-59 60-64 65-69 70— UNKNOWN

06 - - - -
08 - - - LD
025 - 1C 1 - -
027 - -

0159 - - - - -
0167 - - - - - - - - -
0169 - - - - - - - 1D -

* EIEC serotype
0Ol112 - - - - - - - - -

* EPEC serotypes

o1 - - - - - - - 1 -

08 - - - - - - - - -

015 - - - - - - - - -

018 - - - - - - - - -

026 - - - - - - - - -

044 - - - - - - - - 1C D
078 - - - - - - - - -
086a - - - - - - - - -
o111 - - - - - - - - -
o119 - - - - - - - - -
0125 - - - - - - - - -
0126 - - - - - -
0128 - - - - - 10D - - -
0146 - - - - - -

0166 - - - - - - - - -

* Other diarrhegenic Escherichia coli serotype
Ol11 - - - - - - - - —

* Salmonella Typhi phage types

A - - - - - - - — —
B1 - - - - - 1 cn - -
D1 - - - - - - - - -
D2 - - - - - - - - -
E9 - - - - - - - - -

* Salmonella Paratyphi A phage types

1 - - 1C D - -
4 . . -

5 . . _ _ _
6 . , - - - - - - -
Untypable - - - - - - - - -

% Salmonella serovars

04 Typhimurium 2 1 1 1 1 - -

04 Haifa - - - - - - -

04 Saintpaul - - - - - - -

04 Agona - - - - - - -

04 Derby - - - - - - - - 1

04 Heidelberg - - - - - 1 - - -

041 4:i:— - - - - - - - - -

04 Paratyphi B - - - - - -

O7 Infantis - - 1 2

O7 Virchow - - - -

OT7 Montevideo 1 - 1 2 1 - - -
1 _

| ==
|

O7 Thompson - -
O7 Bareilly - -
O7 Mikawasima - - - - - — _ _ _
OT Tennessee - - - - . -
08 Corvallis - - - - - 1 _ _ 1
08 Nagoya - - - - - 1

08 Kottbus _

08 Litchfield

09 Enteritidis
03,10 Weltevreden
013 Havana - - - . -
016 Hyvittingfoss - - - - - - _ _ _

| o= w |
0o
o
w

1w |
—
—
1
o
—
=~

71



Vol. 58, Suppl.

I1I-3.-Continued-6

* Vibrio parahaemolyticus serortypes () : Imported cases included in the total
AGE GROUP (AGE IN YEARS)
TOTAL 0-4 5-9 10-14 15-19 20-24 25-29 30-34
K6 3 — - - - — 1 =
03:K6 6 - - - - 1 - -
04:K9 1 - - - - - - -

* Campylobacter jejuni serotypes

Penner A 1 - - - - - 1 -
Penner B 12 2 4 2 3 - -
Penner C 26 15 6 - - - 3 -
Penner D 1 - - - 1 - - -
Penner G 1 1 - - - - - -
Penner O 2 - - - 1 - - -
Penner Y 6 5 - - - - - -
Penner Z6 1 1 - - - - - -
% Staphylococcus aureus coagulase types

T 3 2 - 1 - = - -
1l 22 18 3 - - - 1 -
it 3 1 - 2 - - - -
v 6 3 2 - - - - -
v 3 1 2 - - - - -
VI 1 1 - - - - - -
Vi 6 2 1 3 - - - -
Vil 3 1 - 1 - - - -
Untypable 1 1 - - - - - -
* Streptococcus pyogenes ‘I serotypes

T1 46 12 23 6 - - - -
T2 2 - 2 - - - - -
T3 20 7 9 1 - - - -
T4 133 49 72 8 - - 1 -
T6 5 2 3 - - - - -
T8 1 - 1 - - -

T11 6 - 6 - - - - -
T12 216 62 127 16 1 - - 1
T13 2 2 - - - - - -
T22 1 1 - - - - - -
T25 13 5 5 1 - - - -
T28 36 10 19 4 - 1 1
TB3264 22 4 7 7 2 - - -
Untypable 41 6 26 3 - 2
* Legionella pneumophila serogroups

1 7 - - - - - - -
4 1 - - - - - - -
* Neisseria meningitidis serogroup

Group B 1 - - - 1 - - -
* Enterococcus faecium_genotypes

vanA 3 - - - - - - -
vanl3 1 - - - - - - -
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* Vibrio parahaemolyticus serortypes () : Imported cases included in the total
AGE GROUP (AGE IN YEARS)
35-39 40-44 45-49 50-54 55-59 60-64 65-69 70— UNKNOWN
K6 = = = = = = = = 2
03:K6 - - - 1 1 - - 1 2
04:K9 - - - - - - - - 1

* Campylobacter jejuni serotypes

Penner A - - - - - - - - -
Penner B - - - - - - - - -
Penner C - - 1 1 - - - - -
Penner D - - - - - - - - -
Penner G - - - - - - - - -
Penner O - - - - 1 - - - -
Penner Y - - - - - - - - 1
Penner Z6 - - - - - - - - -

Staphylococcus aureus coagulase types

*
1
I
it
v 1 - - - - - - - -
A%
VI

==
|

Untypable - - - - - - - - -

* Streptococcus pyogenes I serotypes

T1 - - - - - 1 - - 1

T2 - - - - - - - - -

T3 - - - - - - - - 3
2

T4 1 - - - - - - -

T6 - - - - - - - -

T8 _ B B B B B B _ _
TI11 - - - - - - - - -
T12 1 - - 1 - - - - 7
T13 - - - - - - - - -
T22 - - - - - - - - -
T25 2 - - - - - - - -
T28 - - - - - - - - -
TB3264 - 1 - 1 - - - - -
Untypable 2 - 1 - - - - 1 -

* Legionella pneumophila serogroups
1 - - 1 1 1 - 1 3 -
4 - - - - - - - 1 -

* Neisseria meningitidis serogroup
Group B - - - - - - - - -

* Enterococcus faecium genotypes
vanA - - - - - - - 3 -
vanl5 1 - - - - - - - -
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Table IV. Outbreak reports of bacteria isolation from human sources, Japan, 2004
IV-1. By month, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007

5 6 7 8 9 10 11 12
2] o z
g § &

=

odd

IVLOL
NV
g
AVIN ¢,
AV
AVIN
NAf
nr
DNV
1

TOTAL 267 4

o
=
o
=
S
5
o
&
o
&
S
S
=
©
o

Verotoxin-producing Escherichia coli (EHEC/VTEC)* 34 - - 1 1
Enterotoxigenic Escherichia coli (ETEC)* 18
Enteropathogenic Escherichia coli serotype (EPEC)% 2 - - - -
Other diarrhegenic Escherichia coli*
Salmonella O4%

Salmonella OT*

Salmonella O8%

Salmonella O%%

Vibrio cholerae non-01&0139
Vibrio parahaemolyticus %

=
o

N

-

=

w w
|
|

o

o o
W B0 = B =0~ 88w
|

|
|
[
|
|
|
1 1 im0 | = | oo

(SIS
o
|

Vibrio fluvialis
Vibrio furnissii
Flesiomonas shigelloides
Campylobacter jejuni
Campylobacter coli
Staphylococcus aureus *
Clostridium perfiingens*
Bacirus cereus

Shigella flexneri 2a
Shigella sonnei
Cryptosporidium parvum

e
e
P
ST
N
D
RNURT

[

'
= 1 DWW | & — RO | o= | =&
I =

* EHEC/VTEC serotypes & VT types

O157:H7 VT2
O157:H7 VT1&VT2
O157:HNT VT1&VT2
026:H11 VT1

026:H- VT1
O26:HNT VTI

|
|
|
|
_—r
ISR
S w
|
|
|

O121:H19 VT2

OUT:H- VT1

OUT:HNT VT1

NT: Not typed, UT: Untypable, H-: non-motile

00— DO — O 10 1 O
|
|
|
|
|
|
|
|
|
|
|

|
|

|

|

|
o 1=
|

|

|

|

|

|

* ETEC serotypes
06

015

025

027

0159

0169

3 N S )
|
|
|
|
|
|
[ S
|
|
= e

* EPEC serotypes
026 T = B = = i = = = = = = =
o115 1 - - - - - - B 1 _ - - -

* Other diarrhegenic Escherichia coli serotype
0126 1 - B B B B B 1 = = = - -

% Salmonella_serovars
04 Typhimurium

O4 Paratyphi B

O7 Infantis

O7 Thompson

O7 Montevideo

O7 Virchow

08 Hadar

O8 Pakistan

09 Enteritidis

B e e o=

0o

 Vibrio parahaemolyticus serotypes

[,
|
|
|
|
|
|

03:K54
04:K8

|
|
|
|
|
|
e = o =
S

04:K68
08:K41

— o = R
|
|
|
|

09:K44

Campylobacter jejuni serotypes

TCK26

Penner A
Penner B
Penner C

Penner D
Penner E
Penner J
Penner U
Penner Y

[ S N A S I Y S
|
|
|
|

* Staphylococcus aureus coagulase types

1V 3 - - - - - - 1 1 - 1 - -
v

il 5 - - - - - - 3 - - - 2 -

* Clostridium perfiingens serotypes
Hobbs1
Hobbs3
Hobbsh
Hobbs6
Hobbs12
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IV-2. Category II, III and V notifiable disease under the National Epidemiological Surveillance of Infectious Diseases, 2004

-Prefectural and municipal public health institutes
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Table V. Isolation of bacteria from food, Japan, 2004
V-1. By month, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007

78 9 10 1 12
o Z o
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oNv
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TOTAL

N
o
=
o
o
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11 19 16 6 6 12

Verotoxin—producing Escherichia coli (EHEC/VTEC)*
Other diarrhegenic Escherichia coli

Salmonella O4%

Salmonella OT*

Salmonella O8%

Salmonella O9%

Vibrio cholerae non-01&0139

Vibrio parahaemolyticus*

Vibrio fluvialis

Vibrio mimicus

Aeromonas hydrophila

Aeromonas sobria

Aeromonas caviae

Campylobacter jejuni*

Campylobacter coli

Staphylococcus aureus*

Clostridium perfringens*

Bacillus cereus

Bacillus thuringiensis 1 - - - - - - -
This is not the number of positive specimens but the number of reports. Some reports include more than two positive specimens.
Reported from following institutes: 091, 122, 141, 151, 152, 171, 251, 281, 302, 441 (refer to code number in pages 4-5)
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* EHEC/VTEC serotypes & VT types
O157:H7 V12 e S S

* Salmonella serovars

04 Typhimurium 1 — — — _ _ _ — _
O7 Infantis 12 - - 1 - 1 3 - _
08 Corvallis 1 - - - - - _ _ _
09 Enteritidis 1 1 - - - - - - -
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* Vibrio parahaemolyticus serotypes
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* Campylobacter jejuni serotypes
Penner A 1 - - = _ _ = - _ = — = 1
Penner Y 1 - - 1 - - - - - - - _ _

* Staphylococcus aureus coagulase types

S2<=2=
[ENQUUESERY )
|
|
|
|
|
|
|
|
|
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* Clostridium perfiingens serotypes
Hobbs13 1 - - - 1 — - — — _ _ — _
Hobbs untypable 1 - - - 1 - - - - - - _ _
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V-2. By source of specimens, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
=3 O W oOlZ|l® @@ O T T O|l@ T T O O lx T|I< 3|0
Sl E 2|13z 23 Rz 2|2 ) Z 0o 3 S35 2|8 o=
2|3 8§ L[4l =2 Q T Z|xE Rz 2| zZ|lQ ==
z | = T|w - I ElZ o £ 3 B =|z 9|8 C|B
= = S 3 % T £ 3|0 » L a3 o5 3 S| =
O T < » Z = = 2 a 22 =Rl= a6
2 E|8|2 T2 =3 ZlEE 828 ElLz|EC
o> o = g E 4 I zZ % w O = ZlQ Z|w é
3 = =2 @ = z 5 C O Qv m
4 o L oE a oz T Z B 3o <2 F b
v Iz =3 3 = § c == z
I «uw g m v Z Zl= v o
@ T 5 5 2 & S == § &
5225 E 2 2 z|E 8 8
e 5 = Z = 32 @ D o N
«2 | =] I I =
T v 35 2 = = =
I 5z T <2 = = =
& s = z| @
SR - a S|
Sz 2 & 2
= m O o jan
£ o o o
v < =
w) w2 w2
< <
a
=
w
TOTAL 9727 2 5| 1] 6 8 5 14 1 1} 2 5 2 5 3 1| 4 1 1 2 1
Verotoxin—producing Escherichia coli (EHEC/VTEC)* 2 -9 - - - - - 4 - - - - - 4 - - - - -
Other diarrhegenic Escherichia coli 1|l - -1 - - - - - -0 - - - - - - - - - - -
Salmonella O4% 1l 1 - 41 - - - - - 4 - - - - - - - - - - =
Salmonella OT* 141 13 1 - e e e
Salmonella O8% ofl 2 - o o - - - - - 4 - - - - - - - - - - -
Salmonella O9% 1 1 41 1 - - - - - 4 - - - - - 4 - - - - =
Vibrio cholerae non-01&0139 3l - - | | - 1 - 2 - - - - - - - - - - - - -
Vibrio parahaemolyticus* 2 - - - -l 5 6 5 2 - o
Vibrio fluvialis 9l - - - - - - 9 - - - - - - - 4 - - - - -
Vibrio mimicus of = - - | - - = 9o - 4 - - - - - - - - - - -
Aeromonas hydrophila of = - - o - - - 9o - 4 - - - - - 0 - - - - -
Aeromonas sobria of = = - o - = = 92 - 4 - - - - - - - - - - -
Aeromonas caviae 21 - -1 -1 - - - 2 - - - i ! I
Campylobacter jejuni* g8l 8 - -1 - - - - - - - - - | -
Campylobacter coli 90 1 1 - 4| - - - - - - - - - - - - - - - - -
Staphylococcus aureus* 2001 - 34 .| -1 - - - -] 1 3 1 4 - -
Clostridium perfiingens* 3l - - -1 11 - - - - - - - 2 - - - - - -
Bacillus cereus 6l - - | | - - - -1 -1 2 - - - - - - - 2 -
Bacillus thuringiensis il - - - - - - - - -4 - - - - - - - -1 - -

This is not the number of positive specimens but the number of reports. Some reports include more than two positive specimens.
Reported from following institutes: 091, 122, 141, 151, 152, 171, 251, 281, 302, 441 (refer to code number in pages 4-5)
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Table VI. Isolation of bacteria from environmental and animal sources, Japan, 2004
VI-1. By month, 2004
-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
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This is not the number of positive specimens but the number of reports. Some reports include more than two positive specimens.

Reported from following institutes: 071, 091, 121, 141, 142, 151, 152, 171, 201, 222, 251, 302, 381, 421 (refer to code number in pages 4-5)
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VI-2. By source of specimens, 2004

-Prefectural and municipal public health institutes

Based on the data received before October 2, 2007
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This is not the number of positive specimens but the number of reports. Some reports include more than two positive specimens.
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Reports from quarantine stations
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Table VII. Individual reports of bacteria isolation from human sources, Japan, 2004

VII-1. By month, 2004
-Quarantine stations

Based on the data received before October 2, 2007

Imported cases

1 2 3 4 5 6 7 8 9 10 11 12
2 =« 3 oz > =z = = > w o =z U
S 2 % 3z 2 2 2 5E 58 g2 o3
-
TOTAL 2485 161 155 207 103 209 149 235 377 399 163 183 144
Escherichia coli 16 2 2 2 1 2 - - 2 - 1 1 3
Shigella
Shigella dysenteriae 4 - - - - 1 - - 1 2 - - -
Shigella flexneri 18 2 - - - 3 2 - 3 4 1 -
Shigella boydii 8 2 1 - 1 - - 1 - - - 3
Shigella sonnel 162 10 14 20 10 19 6 12 23 19 15 6 8
Salmonella
Salmonella O2 1 - 1 - - - - - - - - - -
Salmonella O4 19 4 - - - 3 1 2 4 1 - 3 1
Salmonella O7 26 3 - 3 2 2 1 2 3 4 - 3 3
Salmonella O8 13 1 - - 2 2 1 2 - 2 1 - 2
Salmonella O9 25 2 1 1 6 1 1 2 2 5 2 2 -
Salmonella 03,10 11 1 - - 1 2 - 1 1 2 2 1
Salmonella 01,3,19 3 1 1 - 1 - - - - - - -
Salmonella O13 4 2 - - 1 - 1 - - - -
Salmonella O16 2 - - - - - - - - - 2 -
Salmonella O18 2 - - - - - - - - 2 - -
Salmonella group unknown 3 - - - - - - - - 2 - 1 -
Vibrio cholerae O1:El Tor,Ogawa,CT(+) 16 - - - - - 6 3 4 1 - -
Vibrio cholerae O1:El Tor,Ogawa,CT(-) 5 - 2 - - - - - - 1 2 -
Vibrio cholerae O1:El Tor,Inaba,CT(+) 1 1 - - - - - - - - - -
Vibrio cholerae non—-01&0139 118 7 7 9 3 13 3 14 24 2 2 9
Vibrio parahaemolyticus 551 32 28 34 20 47 42 50 95 92 39 47 25
Vibrio fluvialis 40 2 1 2 1 5 3 8 8 4 5 1
Vibrio mimicus 10 1 - - - 3 - 1 1 1 2 - 1
Vibrio furnissii 5 - 1 - - - 1 - - 2 1 - -
Vibrio alginolyticus 7 1 1 - - - 1 1 1 1 - -
Aeromonas hydrophila 50 1 5 1 4 5 5 8 3 10 4
Aeromonas sobria 109 7 7 11 1 10 11 9 13 17 8 8 7
Aeromonas caviae 6 - - - - 2 - - - - 2
Plesiomonas shigelloides 1247 79 83 120 52 98 64 126 188 202 75 83 77
Plasmodium falciparum 3 - - 1 - - - - - - 1 1 -
Dengue virus not typed 5 - - - - - - - 2 -
Dengue virus 2 2 - - - - - - - - 1 - -
Escherichia coli categorized by pathogenicity
Enteroinvasive Z. coli (EIEC) 10 1 2 - - 2 - - 1 - - 3
Enteropathogenic Z. coli serotype (EPEC) 6 1 - 2 - - - 1 - - -
Shigella serovars
Shigella dysenteriae 2 1 - - - - 1 - - - - - -
Shigella dysenteriae 4 1 - - - - - - - 1 - - -
Shigella dysenteriae 12 2 - - - - - - - 1 1 - - -
Shigella flexneri 1b 1 - - - - - 1 - - - - - -
Shigella flexneri 2a 6 - - - - 1 - - 1 2 1 -
Shigella flexneri 3a 7 1 - - - - 1 - 2 1 2 - -
Shigella flexneri 3b 1 1 - - - - - - - - - - -
Shigella flexneri 4 1 - - - - 1 - - - - -
Shigella flexneri 6 2 - - - - 1 - - 1 - -
Shigella boydii 1 1 - - - - - - - - - - - 1
Shigella boydii 2 1 - - - - - - - - - - -
Shigella boydii 4 1 - - - - - - - - - - 1
Shigella boydii 8 3 1 - - - - - - - - - -
Shigella boydii 10 1 - - - - - - - - - - 1
Shigella boydii 18 1 - - - - - - 1 - - - - -
Shigella sonnerl 162 10 14 20 10 19 6 12 23 19 15 6 8
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VII-2. By suspected country/area of infection, 2004

-Quarantine stations
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VII-2.-Continued

SOLIUNOD BIOW IO OM] POIISIA OYM SaSBD Sulpnjouf

- - - - - - [ 4 - - € - - - 1 - - - - - - - - - - € - 1 - 9 - 1 - - T Iouuos gjjosys
- - - - - - - - - = - = T - - - = == === === 81 /ipAoq ejjasiys
- - - - - - - - - - - = - - - = - - - - = = - - - = = = = = - - - - - 01 Zipfoq eja51ys
- - - - - - - - - - - = - - - = = - - - = = = - - - = = = = - - - - - 8 #pAoq gjjasys
- - - - - - - - - - - - - - - - = - - - - = = - - - - - = = - - - - - ¥ 1ipAog vjesiys
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ¢ Hpdoq gjjosus
- - - - - - - - - - - - - - - - - === === - - - = = = === === 1 zipdoq ejasns
- - - - - - - - - - - - - - - - - - - - - - - I - 1 - - - - - - 1 - - 9 LIOUXSY] BJISIYS
- - - - - - - - - - - - - - - - - .  LIOUXIY B[foSIYS
- . - - = - - - - - - - - - - - - - - - - - - - - - - - I - - - - - qg Heuxay vjosys
- - - - - - - - - - - - - - - - - 1 - - - - - - - - 1 - - - ®E LIBUXS)] B[jaSIYS
- - - - - - - - - - - - - - - - 1 - 1 - - - 1 - - - - - - - - - - - 1 B LIOUXIY B[SIYS
- - - - - - - - - - - - - - - - - - - - - - - - - - - q LoUXOY BJjoSIYS
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - 21 oBLIDIISSAD BI[ASIYS
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ¥ oeLouasAp vjasiys
- - - - - - - - - - - - - - - - - . T 9vLIOJUISSAD BjSIS
SIBAOIDS BJjoSIS
— - — - - — - 1 — - - — - - — - - — - - - - - - - - - - - - - - - - - (DHdH) ad&youas fjoo <7 dragoyjedorojuy]
- - — - - - - - - - - - - - - - -~ - - - - — — - - - - - - - - - - - - (OHIH) 702 7 dAlseAUlOIOIUY
Kouagoyjed Aq PazLI08a1ed 109 BIYILIDYIST]
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 2 SnJiA an3ua(]
— - - — — — — - - - — - — - — - - - — — - — — - — — - — — - - 1 — - — padAy jou snata ansua(]
- - - - - - - - - - - - - - - - 1 - - 1 - - 1 - 1 - - - - 1 - wn.edrofe] wnipowse]J
1 - T 14 L T [ 4 4 1 - 4 - - 1 - - 1 - - 1 - - - 1 [ 1 - - - - 2 SOpIOJ[aSIYs SeuouIolsal]
- - - - - - - - - - - - - - - - - - - - - - - - - - - - OBINDD SPUOUIOIIY,
- 1 - - = _ 1 e - - 7z - - - - - 1 - 1 - - = - - - - - = 1 - - - - - BLIGOS SPUOWIOIIY,
- - - - - 1 1 - - - - - - - - - - - - - - e BIydo.pAy seuouio.ay
- . - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - SnINAJOULS]E OLIGIA
- . 1 - - - - - - - - - - - - - - - - - - - - - - - - - - - - HISSIULITY OLIGIA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - snopur OLIqLA
- - - 1 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - SyBIAn OLIGLA
- - - - 4 T € 4 - - - T - - - - - - 0 4 - T - - - s I - - - T - - - - snopAjourovye.ed oGl
- - - - = - I - - - - - - - - - - - - - - - - - - - - - - - - - - 1 6ETORTO-UOU ORISJOYD OLIGIA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - (H).LOBqRU[IO [, [H: 1O oridjoyd OLIGLA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - (9)LOeMeSQ IO, [H: 1O orda[oyo oLgIA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - (H)LO®MeSQUIO, [H:TO oBIa[oyd OLIGIA
- - - - - - - - - - - — - - - - - - - - - - - - - - - - - - - - - - - umouyun dnods ejeuouyes
- - - - - - - - - - - - - - - - - - - - - - - - - - 810 gjjeuouyes
- - - - - S - - - - - === === - - - = == === === 910 gjjeuoues
- - - - = - - - - - - - - - - - - - . €10 gjuouEs
- - - - 1 - - - - - - = - - - - == == === - - - - - = = = = === 61°C 1O wjouoUEs
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 01O BauoUlEs
- - - - - - - - - - - - 1 1 - 5 - - - 1 - - - - - - = = = - - - - - 60 #jjououEs
- - - - - - - - = - - - - - - - - - - - - - - - - - - - - 80 BjfeUOUlES
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 1 L0 Bjeuoues
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 1 YO geuoues
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - 20 jjououyEs
pjjeuoues'
- - - - - - A € - - - T - - - - - = - - - - € - T - 9 - 1 - - 2 ITouuos gjjasrys
- - - - - - - - - - - - - - - - - === = == - - - = = = === === lnipdoq vjjasys
- - - - - - - - - - - - - - - - 1 - 1 - 1 - 1 T - 1 - - - 1 - 1 1 - 1 xSy EjoSIYS
- - - - - - - - = - - - - - - - - - - - - - - - - - - - - - OBLIOIISSAD BI[OSIS
vlsrys
- - - - - - 1 - - - - - - - - - - - - - - - - - - - - - - - - - - - 102 BIYOLIDYIST
I I 1 4 4 g 0 91 ¢ I g € I I 4 S I 4 € 4 € 9 I 4 I L 4 I I 6 [ 14 I I 8 TVLOL
©n
Z =
5 % 8 S z
Z AQ < < z = = %) @]
z o 5 5 . - 5z > s < E: s & 4, .8 2 _ Z
2238 §.,.88gg5 &8 LESf.8:82:2 $3%ziESE_Z¢z
= 2 £ & Z 5 2 R Z 3 £ g % E 2 2 &5 = 2 & €z 2 5 %2 =2 g =2 39 48 %z
E o m D D o o2 B g < s 3 ¥ ¥ I @ £ 2 2 m M [ = W < 5 B < 2 & & % < &
o » =z O < > Do & 2 J @ & 5 5 s« z = E © 0 & @ < N B & & » zZ =2 =2 = = =2 ¥

sosed pojtodu]

90



Jpn. J. Infect. Dis., 2005

VII-3. By year, 1999-2004

-Quarantine stations
Based on the data received before October 2, 2007

Imported cases
1999 2000 2001 2002 2003 2004

TOTAL 2221 1932 2615 2637 1706 2485
Escherichia coli 7 13 11 18 7 16
Shigella
Shigella dysenteriae 7 8 1 1 4 4
Shigella flexneri 44 42 33 26 22 18
Shigella boydii 3 5 6 5 6 8
Shigella sonnerl 182 189 181 125 120 162
Shigella species unknown - - - 1 - -
Salmonella
Salmonella Typhi 1 2 - - - -
Salmonella Paratyphi A - - - 1 - -
Salmonella O2 - - - - - 1
Salmonella O4 18 11 17 15 17 19
Salmonella O7 14 18 30 21 11 26
Salmonella O8 16 16 18 23 17 13
Salmonella O9 27 15 28 19 22 25
Salmonella 03,10 17 11 13 11 12 11
Salmonella 01,3,19 1 3 3 4 1 3
Salmonella O13 1 2 - 1 - 4
Salmonella O16 - - 3 - 3 2
Salmonella O18 2 - 2 - - 2
Salmonella other groups 3 - - - - -
Salmonella group unknown - 1 1 - 1 3
Vibrio cholerae O1:El Tor,Ogawa,CT(+) 10 5 6 3 3 16
Vibrio cholerae O1:El Tor,Ogawa,CT(-) 2 1 1 - 1 5
Vibrio cholerae O1:El Tor,Inaba,CT(+) - - 1 2 1 1
Vibrio cholerae O1:El Tor,Inaba,CT(-) - - - 2 1 -
Vibrio cholerae 0139,CT(-) - - - 1 1 -
Vibrio cholerae non-0O1&0139 103 107 127 138 105 118
Vibrio parahaemolyticus 395 388 508 617 329 551
Vibrio fluvialis 14 15 25 26 12 40
Vibrio mimicus 4 6 9 4 4 10
Vibrio furnissii . 2 3 9 - 5
Vibrio alginolyticus . - 1 5 4 7
Aeromonas hydrophila 46 39 41 53 18 50
Aeromonas sobria 100 58 83 90 70 109
Aeromonas hydrophila/sobria - 2 - - - -
Aeromonas caviae - - 1 2 7 6
Plesiomonas shigelloides 1203 973 1462 1414 906 1247
Staphylococcus aureus - - - - 1 -
Plasmodium falciparum - - - - - 3
Others 1 - - - - -
Dengue virus not typed . - - 1 - 5
Dengue virus 2 . - - 1 - 2

+ Not included in the survey
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VII-3.-Continued

Escherichia coli categorized by pathogenicity

Imported cases

1999

2000

2001

2002

2003

2004

Enterotoxigenic Z. coli (ETEC)
Enteroinvasive £. coli (EIEC) -
Enteropathogenic £. coli serotype (EPEC) 7

12

5
2

10
6

Shigella serovars

1999

2000

2003

2004

Shigella dysenteriae 2

Shigella dysenteriae 3

Shigella dysenteriae 4

Shigella dysenteriae 9

Shigella dysenteriae 12
Shigella dysenteriae not typed
Shigella flexneri la

Shigella flexneri 1b

Shigella flexneri 2a

Shigella flexneri 2b

Shigella flexneri 3a

Shigella flexneri 3b

Shigella flexneri 4a

Shigella flexneri 4b

Shigella flexneri 4

Shigella flexneri 6

Shigella flexneri var.X

Shigella flexneri other serovars
Shigella flexneri not typed
Shigella boydii 1

Shigella boydii 2

Shigella boydii 4

Shigella boydii 8

Shigella boydii 10

Shigella boydii 12

Shigella boydii 13 -
Shigella boydii 14 -
Shigella boydii 18 -
Shigella boydii not typed -
Shigella sonner
Shigella species unknown -
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Reports from the Department of Bacteriology,
the National Institute of Infectious Diseases
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Table VIII. S. Typhi and S. Paratyphi A phage types from human sources, Japan, 2004
VIII-1. S. Typhi phage types, by month, 2004

Phage typing : Department of Bacteriology, NIID

MONTH OF PHAGE TYPE OF . Typhi TOTAL
DIAGNOSIS Bl B2 DI D2 El B2 E6 E9 F6 Ml 36 43 UVSI*UVS#kx UTskkx ’
JAN - - - - - - - - 1 - - - - - - - 1

(1) (1)

FEB - - - - - - - - - - - - - - 1 - 1
MAR - 1 - - - - - 1 1 - 1 - - - 1 - 5
(1) (1) (2)

APR 2 1 - - 2 2 - - 6 - - 1 - 1 - 15
(1) (1) (1) (6) (1) (1) (11)

MAY - - - - - 1 - - 2 - - - - - - - 3
(1) (2) (3)

JUN - - - - - - 1 - - - - - - 1 1 - 3
(1) (1) (1) (3)

JUL - 1 - - - - - - - - - - - 2 - 3
(1) (2) (3)

AUG - 4 - - - 2 - - - - - - - - - - 6
(3) (2) (5)

SEP - 1 1 - 1 2 - - - - - - - 1 - 1 7
(1) (1) (1) (2) (1) (6)

OCT - - - 1 1 - - - 3 1 - - - 1 - - 7
(1) (1) (3) (1) (1) (7)

NOV - - - - 1 1 - - - - - - - 1 - - 3
(1) (1) (1) (3)

DEC - - - - - 1 - - - - - - 1 - - - 2
(1) (1)

TOTAL 2 3 1 1 5 9 1 I 13 1 1 1 1 7 3 1 56
(1) (6) (1) (1) (3) (8) (1) (13) (1) (1) (6) (2) (1) ] (45)

% UVSI : Untypable Vi—positive strain, group—1
s UVS4 : Untypable Vi—positive strain, group—4
sk UT . Untypable

() : Imported cases included in the total

VIII-2. S. Paratyphi A phage types, by month, 2004

Phage typing : Department of Bacteriology, NIID

MONTH OF | PHAGE TYPE OF &, Paratyphi A
DIAGNOSIS 9 4 5 g urs| TOTA
JAN - - - - - - =
FEB R T 2

(2) (2)

MAR - - 1 - 1 _ 9
(1) (1) (2)

APR 2 - 3 - 1 - 6
(2) (3) (1) (6)

MAY 2 1 4 - 4 - 11
(1) (1) (2) (3) (7)

JUN 12 - - - 3 6
(1) (2) (3) (6)

JUL - - - - 2
(1) (1)

AUG 9 - - - - - 9
(9) (9)

SEP 3 1 3 - - 4 11
(3) (1) (3) (4) (11)

oct 2 1 3 - 3 1 10
(2) (1) (3) (3) (1) (10)

NOV T e 3
(1) (1) (1) (3)

DEC L 1
(1) (1) (2) (4)

TOTAL | 21 7 15 1 11 11 66
(20) (7) (13) (1) (10) (10) (61)

* UT : Untypable
() : Imported cases included in the total
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VIII-3. S. Typhi phage types, by place of residence of the source case, 2004

Phage typing : Department of Bacteriology, NIID

PHAGE TYPE OF 5. Typhi
A Bl B2 DI D2 EI E2 FE6 B9 F6 ML 36 43 UVSIx UVSdwk UTsk
HOKKAIDO -1 - - - - - - - = - - 1 =
(1) (1)
AOMORI e - -
IWATE T - - - -
MIYAGI e - - - -
AKITA e - - - -
YAMAGATA | - - - - - - - - - - - - - - - -
FUKUSHIMA | - - - - = = - - - - - - - - - -
IBARAKI e R - - - 1

TOTAL

2
(2)

TOCHIGI - - _ - -
GUNMA e - - - -
SAITAMA T L T | - - 3

CHIBA e T e B

TOKYO - 2 1 - 1 1
(2) (1) (1) (3) (6) (1) (2) (1) (17)
KANAGAWA - 1 - - - 1 - 2 1 9
(1) (1) (5)
NIIGATA - - - - - - - - - _ - _ _ -
TOYAMA - - - - - - - - - - - _ _ _ _ _ N
ISHIKAWA - - - - - - - - - - - _ _ _ _ , B
FUKUI - - -
YAMANASHI - 1
NAGANO - -
GIFU - 1 - - - _ - - _ _ _ _ _ _ , B
1

-
—~
-

SHIZUOKA -
AICHI e e T

—~
| =
~
—~
(e
~
—~
—_
-
—~
—~

MIE - - - -

—
—
N2
—
N

SHIGA T

—~
—_
N2
—~
-

KYOTO e - - -
OSAKA - - - - - - - - 1 - 1 1 - - - -

|
|
|
|
|
|
|
|
|
LODD W | DD = WWw | — =N |

HYOGO - - - - -

NARA - - - - -
WAKAYAMA | - - = - - - - o oo oo - - _ _
TOTTORI - ..o - _ _ _
SHIMANE S _ _ _ -
OKAYAMA R - U S - - -

HIROSHIMA - .- - _ _ z
YAMAGUCHI | - - - - - - - oo _ _ _ -
TOKUSHIMA | - - - - - - - - - - - _ _ _ _
KAGAWA S _ _ - _
EHIME S - _ _ _
KOCHI R - - -
FUKUOKA .- - - 1 B -

SAGA - - - - - - - - e e e e - - - -
NAGASAKI - .- - _ _ -
KUMAMOTO | 1 - - - = = = oo _ _ _ 1

OITA - - - - - - - - - - - - - - - - -
MIYAZAKI - - - - - - - - - - - - - - - - -
KAGOSHIMA - - - - - - - - - - - - - - B - -
OKINAWA - - - - - - - - - - - - - - - - -
TOTAL 2 8 1 1 5 9 1 1 13 1
(1) (6) (1) (1) (3) (8) (1) (13) (1) (1) (6) (2) (1) | (45)
* UVSI : Untypable Vi—positive strain, group—1

% UVS4 : Untypable Vi—positive strain, group—4

*kx UT . Untypable
() : Imported cases included in the total
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VIII-4. S. Paratyphi A phage types, by place of residence of the source case, 2004

Phage typing : Department of Bacteriology, NIID

PHAGE TYPE OF S. Paratyphi A TOTAL
1 2 4 5 6 UT*

HOKKAIDO - 1 - - - 1 2
(1) (1) | (2)

AOMORI - - - - - - -

IWATE - - - - - - -

MIYAGI - - - - - 1 1
(| (1)

AKITA - - - - - - -

YAMAGATA 1 - - - - - 1
(1) (1)

FUKUSHIMA - - - - - - -

IBARAKI - - - - - 1 1
()| (1)

TOCHIGI - - - - - - -

GUNMA - - - - - - -

SAITAMA 1 - 2 - 1 - 4
(1) (2) (1) (4)

CHIBA - - 9 1 3 - 6
(z) (1) (3) (6)

TOKYO 7 2 - - 3 1 13
(6) (2) (2) (1) | (11)

KANAGAWA 1 1 3 - - 2 7
(1) (1) (3) (2) | (1)

NIIGATA - - - - 1
(1) (1)

TOYAMA - - 2 - - - 2
(1) (1)

ISHIKAWA - - - - - - -

FUKUI - - - - - - -

YAMANASHI - - - - - - -

NAGANO 1 - - - - - 1
(1) (1)

GIFU - - 1 - - - 1
(1) (1)

SHIZUOKA - - - - - - -

AICHI 4 - - - - - 4
(4) (4)

MIE - 2 1 - - - 3
(2) (1) (3)

SHIGA - - - - - - -

KYOTO - - 1 - 1 - 2
(1) (1) (2)

OSAKA 4 1 1 - 2 4 12
(4) (1) (1) (2) (3) | (11)

HYOGO - - 1 - - 1 2
(1) (1) | (2)

NARA - - - - - - -

WAKAYAMA - - - - - - -

TOTTORI - - - - - - -

SHIMANE - - - - - - -

OKAYAMA - - - - - - -

HIROSHIMA - - - - - - -

YAMAGUCHI - - - - - - -

TOKUSHIMA - - - - - - -

KAGAWA - - - - - - -

EHIME - - - - - - -

KOCHI - - - - - - -

FUKUOKA - - 1 - - - 1

SAGA 1 - - - - - 1
(1) (1)

NAGASAKI - - - - - - -

KUMAMOTO 1 - - - - - 1
(1) (1)

OITA - - - - - - -

MIYAZAKI - - - - - - -

KAGOSHIMA - - - - - - -

OKINAWA - - - - - - -
TOTAL 21 7 15 1 11 11 66
(20) (7) (13) (1) (10) (10)] (61)

* UT : Untypable
() : Imported cases included in the total
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Reports from infectious diseases hospitals

Table IX. Individual reports of bacteria isolation from human sources, Japan, 2004 ...............ccoeevvevereennnn. 98
L B 2 28 1 o i s SRS OSSR P 98
IX-2. By year, 1999-2004 ........coooiieieiiieiieieeie ettt et estest et et esa et eseeseeseeseesessessessessessessassesaeseeseeteaseaseas 100

List of Infectious Diseases Hospitals
Sapporo City General Hospital
Sendai City Hospital
Chiba Aoba Municipal Hospital
Tokyo Metropolitan Toshima General Hospital
Tokyo Metropolitan Komagome General Hospital
Tokyo Metropolitan Bokutoh General Hospital
Tokyo Metropolitan Ebara General Hospital
Kawasaki Municipal Hospital
Yokohama Municipal Citizen’s Hospital
Nagoya City Higashi General Hospital
Kyoto City Hospital
Infectious Disease Center of Osaka City General Hospital
Kobe Municipal Central Hospital
Hiroshima City Funairi Hospital
Kitakyushu Municipal Medical Center
Fukuoka Children’s Hospital and Medical Center for Infectious Diseases
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Table IX. Individual reports of bacteria isolation from human sources, Japan, 2004
IX-1. By month, 2004

-Infectious diseases hospitals
h P Based on the data received before March 5, 2005

() : Imported cases included in the total

1 2 3 4 5 6
= 5 ™ = = = =
S Z & = 3 Z Z
=
=
TOTAL 393 ( 168) 10( 1) 17( 6) 25(14) 48(35) 32( 13) 39(19)
Escherichia coli 52 ( 13) 2 3 202 42 6 3) 501
Shigella
Shigella dysenteriae 1( ) - - - - - -
Shigella flexneri 9( 8 - - - 3(3 1 1 3(C3
Shigella boydii 1 1 - - 1(1D - - -
Shigella sonnei 52 ( 45) 5(5 606 8(7 1 1) 4(3
Shigella species unknown 1 1 - - - - 1( 1D -
Salmonella
Salmonella Typhi 25( 21) - 1 1y 8(7n - 2 (2
Salmonella Paratyphi A 30C 2890 1(C 1 1(C1) 1(C1 5(5 5 4 54
Salmonella O4 8 1 1 1 - - 1
Salmonella OT 10 (C 3 - 1 - - - -
Salmonella O8 4 - - - 1 -
Salmonella O9 29 (6 1 - - 1(n) 4 1 -
Salmonella 03,10 2( 20 - - - - - -
Salmonella other groups 1 - - - - -
Vibrio cholerae O1:El Tor, Ogawa, CT(+) 5( 5 - - - - - 3(3)
Vibrio cholerae O1:El Tor, Inaba, CT(+) 1 1) - - - 1y -
Vibrio cholerae non-01&0139 1 - - - - - -
Vibrio parahaemolyticus 18 (C 6) - - - 202 - -
Vibrio fluvialis 1 - - 1 - -
Aeromonas hydrophila 9( 3 - - - - 20 2 -
Aeromonas sobria 2( 1 - 1 - - - 1(1)
Plesiomonas shigelloides 2( 2 - - - - - -
Campylobacter jejuni 86 ( 10) 2 0(2 5(1) 8 8
Campylobacter coli 6 ( 2 - - 1 202 1 -
Staphylococcus aureus 1 - - - - - -
Entamoeba histolytica 9( 1) - - 1 1(1D 2
Giardia lamblia 6 ( 4 - 1 - 3(3) - 1 (D
Others 21 (4 2 1 1 3 3 Y]
Escherichia coli categorized by pathogenicity
Verotoxin—producing £. coli (EHEC/VTEC) 21 1 - - 1 1 2
Enterotoxigenic Z. coli (ETEC) 9( 6 - - 202 - 3( 2 -
Enteropathogenic £. coli serotype (EPEC) 13 49 - - - 1(D 2 1 3(CD
Other diarrhegenic £. coli 9( 3 1 3 - 2(1) - -
Shigella serovars
Shigella dysenteriae 4 1( 1) - - - - - -
Shigella flexneri 1b 1( 1) - - - - - 1(1
Shigella flexneri 2a 1 1) - - - 1(D - -
Shigella flexneri 2b 2 1 - - - 1(1) - -
Shigella flexneri 3a 1 1) - - - - - 1(C1
Shigella flexneri 4a 2( 2 - - - 11D - 1(C1
Shigella flexneri serovar unknown 1 1 - - - - 1 1D -
Shigella flexneri not typed 1 1 - - - - - -
Shigella boydii 18 1( 1) - - 11D - - -
Shigella sonner 52 ( 45) - 5(5 6(6) 8(7 1 1) 4(3
Shigella species unknown 1 1 - - - - 1( 1

In addition, rotaviruses and SRSVs were detected in 102 and 5 cases, respectively.
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IX-1.-Continued

() : Imported cases included in the total
7 8 9 10 11 12

)
e9)
@)

nf
ONv
dds
LOO
O

TOTAL 37( 12) 64( 22) 47( 16) 31(15) 20( 6) 23( 9

Escherichia coli 7C 2 9(C 1) 3 5(2 5 1
Shigella
Shigella dysenteriae - - 1 1) - -
Shigella flexneri 1 1) - - - -
Shigella boydii - - - - -
Shigella sonnei 21D 9C 8 7 6 4(3 2 2
Shigella species unknown - - - - -
Salmonella
Salmonella Typhi
Salmonella Paratyphi A
Salmonella O4
Salmonella OT
Salmonella O8
Salmonella O9
Salmonella 03,10
Salmonella other groups
Vibrio cholerae O1:El Tor, Ogawa, CT(+)
Vibrio cholerae O1:El Tor, Inaba, CT(+)
Vibrio cholerae non-01&0139
Vibrio parahaemolyticus
Vibrio fluvialis
Aeromonas hydrophila
Aeromonas sobria
Plesiomonas shigelloides -
Campylobacter jejuni 7C 1)
Campylobacter coll -
Staphylococcus aureus -
Entamoeba histolytica -
Glardia lamblia -
Others 20 1)

(3

[ |

—~

3) ( 3 2)
(3 1

—~
I oo
—~~
[S2] )
==
—~~
DO —
= —

(G

—~

1)
)]

(D

—~

1 ()]

—~
—
~
= W | NN

—~

(D

| = | = DN | = W
[ |
—

1

| — ] = W= == W
—
—
=
—
—

2) n -

o =
—~

W o
o= =
—~

—~

n -
1)

—_

e e B = |

2 7(2)

—
Do
=~
—
| Do = |
—~—~
—
-
|
o= = W= W=
—

NI
—~

D - - 2

Escherichia coli categorized by pathogenicity
Verotoxin—producing £Z. coli (EHEC/VTEC) 4
Enterotoxigenic £. coli (ETEC) 1(C 1)
Enteropathogenic Z. coli serotype (EPEC) 20 1
Other diarrhegenic E. coli -

1

[N
—~

|

[SCR SR

—w =
|

(2

Shigella serovars

Shigella dysenteriae 4 - - 1 1) - — —
Shigella flexneri 1b - - - _ _ _
Shigella flexneri 2a - - - - - _
Shigella flexneri 2b - - - _ _

Shigella flexneri 3a - - - _ _ _
Shigella flexneri 4a - - - - _ _
Shigella flexneri serovar unknown - - - - - _
Shigella flexneri not typed 1( 1D - - _ - _
Shigella boydii 18 - - - _ _ _
Shigella sonnei 20 1) 9(C 8 7( 6 4(3 2( 2 4(3)
Shigella species unknown - - - - -
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IX-2. By year, 1999-2004
-Infectious diseases hospitals

Based on the data received before March 5, 2005
() : Imported cases included in the total

1999 2000 2001 2002 2003 2004
TOTAL 512 ( 205) 355 ( 147) 325( 121) 359 ( 117) 317 ( 99) 393 ( 168)
Escherichia coll 58 (1 19) 66 ( 24) 57 ( 14) 60 ( 19) 60 ( 11) 52 ( 13)
Shigella
Shigella dysenteriae 5( 4) 1 1( 1) - 3(C 3 1( 1)
Shigella flexneri 50 (1D 16( 12 15( 13) 8( 5) 5( 5 9( 8
Shigella boydii - 1 2 ( 2) - 1( 1) 1¢( 1)
Shigella sonner 80 ( 63) 51 (  46) 35(C 29 18 ( 15) 16 ( 13) 52 ( 45)
Shigella species unknown 6( 5 5( 3 - 1C D 1C 1 1C D
Salmonella
Salmonella Typhi 38 ( 36) 17 (. 16) 17 (C 17) 17 14) 24 ( 21) 25 ( 21)
Salmonella Paratyphi A 12 (. 10) 6( 6) 9( 9 12 ( 11) 18( 18) 30 ( 28)
Salmonella O4 16 4C D 11 12C 3 12C 1D 8
Salmonella OT 20 6 9( D 6(C 1 7C D e 3
Salmonella O8 8( 6) 3C 2 2 4(C 1 2C D 4
Salmonella O9 86 ( 6) 44 53(  2) 104 52( 1) 29( 6)
Salmonella 09,46 - - - - 2 -
Salmonella 03,10 1 D 3C D 2( 2 2( 2 - 2( 2
Salmonella other groups - 1 - - - 1
Salmonella group unknown 1 1 - - - -
Vibrio cholerae O1:El Tor, Ogawa, CT(+) 7C D 7( 5 2( 2 4(  4) 2( 2 5( 5
Vibrio cholerae O1:El Tor, Inaba, CT(+) - - 2 1 2( 2 1( 1)
Vibrio cholerae O1 not typed 1¢( 1) - - - - -
Vibrio cholerae non-01&0139 1( 1) - 1 ( 1) 2( 1 - 1
Vibrio parahaemolyticus 25( 3) 19(C 4 11 ( 1) 17( 5 13 18( 6)
Vibrio fluvialis - - 1 1 1 1
Vibrio mimicus - - 1( 1) - -
Aeromonas hydrophila ( 1 3 ( 2) 8 ( 1) 9 ( 3) 9 ( 3)
Aeromonas sobria 2 ( 2) 1( 1) 2 ( 2) 2 ( 2) 2 2 ( 1)
Plesiomonas shigelloides 12 ( 11) 3( 3 8( 8 9( 8 2( 2 2( 2
Campylobacter jejuni 35(C 10) 49 ( 9) 43 ( 8) 70 C 12) 63 ( 12) 86 ( 10)
Campylobacter coli 2 ( 1) 1( 1) 2 ( 1) 6 5 6( 2
Staphylococcus aureus 2 8 4 2 1
Clostridium perfiingens 2( 2 - - - - -
Yersinia enterocolitica - - 2 - 1 -
Entamoeba histolytica 17 5( 1) 7 14(C 5 7 9 ( 1)
Cryptosporidium parvum - - 2 2 - -
Giardia lamblia 5( 4 7C 7 1 D 1C D 1 6( 4
Others 17 ( 2) 25 ( 4) 17 ( 5) 6 ( 1) 4 ( 1) 21 ( 4)
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Escherichia coli categorized by pathogenicity () : Imported cases included in the total

1999 2000 2001 2002 2003 2004
Verotoxin—producing Z. coli (EHEC/VTEC) 23(C 3 217C  2) 23 23 23 21
Enterotoxigenic £. coli (ETEC) we n 9( 4 6(C 1 17(C 1D 9( 5 9( 6
Enteroinvasive £. coli (EIEC) 3C 2 3C 2 1( 1) 1( 1) 1 -
Enteropathogenic Z. coli serotype (EPEC) 22 7 17(C 8) 13C 3) 15C 4 23(  4) 13(C 4

Other diarrhegenic E. coli 10 ( 8) 4 ( 3) 4 ( 3) 4 ( 2) 9( 3)

Shigella serovars

1999 2000 2001 2002 2003 2004
Shigella dysenteriae 2 2( 2 1 - - 1( 1)
Shigella dysenteriae 3 3( 2) - - - 1( 1) -
Shigella dysenteriae 4 - - - - 1¢( 1) 1¢( 1)
Shigella dysenteriae 9 - - 1( 1) - - -
Shigella flexneri 1b 1( 1) 2( 2 2( 2 1 - 1( 1
Shigella flexneri 2a 41 ( 3) 6 ( 3) 4 ( 2) 1( 1) 1( 1) 1( 1))
Shigella flexneri 2b - 1( 1) - 2 ( 2) 1( 1) 2 ( 1)
Shigella flexneri 3a 1( 1) 3( 3) 2 ( 2) 1( 1) - 1( 1)
Shigella flexneri 4a 1( 1 1( 1 - - - 2( 2
Shigella flexneri 4b - - 2( 2 - - -
Shigella flexneri 4 1( 1) 1 - 1 ( 1) - -
Shigella flexneri 5a 1 - - - - -
Shigella flexneri 6 3(C 3 1C D 2( 2 - 2( 2 -
Shigella flexneri others/unknown 1C D 1C 1 2( 2 2 1C D 1 1
Shigella flexneri not typed - - 1( 1) - - 1( 1)
Shigella boydii 4 - 1 1( 1) - - -
Shigella boydii 9 - - 1C D - - -
Shigella boydii 14 - - - - 1( 1) -
Shigella boydii 18 - - - - - 1¢C D
Shigella sonner 80 ( 63) 51 ( 46) 35 ( 29 18 ( 15) 16 ( 13) 52 ( 45)
Shigella species unknown 6 ( 5) 5( 3) - 1( 1) 1 ( 1) 1( 1)
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