4. Department of Bacteriology |

1) Iguchi A, Iyoda S, Seto K, Morita-Ishihara T, Scheutz F,
Ohnishi M; Pathogenic E. coli Working Group in Japan.
Escherichia coli O-Genotyping PCR: a Comprehensive and
Practical Platform for Molecular O Serogrouping. J Clin

Microbiol. 2015, 53(8): 2427-32.

2) Harada T, Iguchi A, Iyoda S, Seto K, Taguchi M, Kumeda

Y. Multiplex Real-Time PCR Assays for Screening of
Shiga Toxin 1 and 2 Genes, Including All Known Subtypes,
and Escherichia coli 026-, O111-, and O157-Specific
Genes in Beef and Sprout Enrichment Cultures. J Food Prot.

2015, 78(10), 1800-11.

3) Sakai T, Sawai T, Shimizu Y, Morimune T, Okuda Y,

Maruo Y, Iyoda S, Takeuchi Y. Escherichia coli O121:H19
infection identified on microagglutination assay and PCR.

Pediatr Int. 2015, 57(5), 1001-3.

4) Akiba M, Senba H, Otagiri H, Prabhasankar VP, Taniyasu

S, Yamashita N, Lee K, Yamamoto T, Tsutsui T, Ian Joshua

D, Balakrishna K, Bairy I, Iwata T, Kusumoto M, Kannan
K, Guruge KS. Impact of wastewater from different
sources on the prevalence of antimicrobial-resistant
Escherichia coli in sewage treatment plants in South India.
Ecotoxicol Environ Saf. 2015, 115: 203-8.

5) Diep TT, Nguyen NT, Nguyen TN, An HK, Nguyen TQ,

Nguyen VH, Nguyen TV, Nguyen TN, Izumiya H, Ohnishi
M, Yamashiro T, Nguyen LT. Isolation of New Delhi
metallo-B-lactamase 1-producing Vibrio cholerae non-Ol,
non-0139 strain carrying CtxA, st and hly genes in southern
Vietnam. Microbiol Immunol. 2015 May;59(5):262-7. doi:
10.1111/1348-0421.12248. PubMed PMID: 25683557.

6) Saitoh T, Morita M, Shimada T, [zumiya H, Kanayama A,

Oishi K, Ohnishi M, Sunagawa T. Increase in paratyphoid
fever cases in Japanese travellers returning from Cambodia
in 2013. Epidemiology and Infection. 2016, 114(3):
602-606

7) Klionsky, DJ et al. Guidelines for the use and interpretation

of assays for monitoring autophagy (3rd edition).

Autophagy. 12:1-222. (2016)

8) Rinchai, D., Riyapa, D., Buddhisa, S., Utispan, K., Titball,

R. W., Stevens, M. P., Stevens, J. M., Ogawa, M., Tanida, I.,
Koike, M., Uchiyama, Y., Ato, M., Lertmemongkolchai, G,
Macroautophagy is essential for killing of intracellular
Burkholderia pseudomallei in human neutrophils.
Autophagy. 11:748-55. (2015)

9) Chang B, Nariai A, Sekizuka T, Akeda Y, Kuroda M, Oishi
K, Ohnishi M. Capsule switching and antimicrobial
resistance acquired during repeated Streptococcus
pneumoniae pneumonia episodes. Journal of Clinical
Microbiology. 2015. 53:3318-3324.

10) Suga S, Chang B, Asada K, Akeda H, Nishi J, Okada K,
Wakiguchi H, Maeda A, Oda M, Ishiwada N, Saitoh A,
Oishi T, Hosoya M, Togashi T, Oishi K, Thara T.

11) Nationwide population-based surveillance of invasive
pneumococcal disease in Japanese children: Effects of the
seven-valent pneumococcal conjugate vaccine. Vaccine.
2015. 33:6054-6060.

12) Nakano S, Fujisawa T, Ito Y, Chang B, Suga S, Noguchi T,
Yamamoto M, Matsumura Y, Nagao M, Takakura S,
Ohnishi M, Thara T, Ichiyama S. Serotypes, antimicrobial
susceptibility, and molecular epidemiology of invasive and
non-invasive  Streptococcus pneumoniae isolates in
paediatric patients after the introduction of 13-valent
conjugate vaccine in a nationwide surveillance study
conducted in Japan in 2012-2014. Vaccine. 2016. 34:67-76.

13) Ikebe T, Chiba K, Shima T, Masuda C, Okuno R, Ohya H,
Ogata K, Katsukawa C, Kawahara R, Tominaga K, Yabata J,
Tada Y, Okabe N, Watanabe H, Chang B, Ogawa M,

Ohnishi M; Working group for beta-hemolytic streptococci
in Japan. Evaluation of streptococcal toxic shock-like
syndrome caused by group B streptococcus in adults in
Japan between 2009 and 2013. Journal of Infection and
Chemotherapy. 2015. 21:207-211.

14) Akata K, Chang B, Yatera K, Kawanami T, Yamasaki K,
Naito K, Noguchi S, Ishimoto H, Mukae H. Distribution
and annual changes in Streptococcus pneumoniae serotypes
in adult Japanese patients with pneumonia. Journal of
Infection and Chemotherapy. 2015. 21:723-728.

15) Nakano S, Matsumura Y, Ito Y, Fujisawa T, Chang B,
Suga S, Kato K, Yunoki T, Hotta G, Noguchi T, Yamamoto
M, Nagao M, Takakura S, Ohnishi M, Thara T, Ichiyama S.
Development and evaluation of MALDI-TOF MS-based
serotyping for Streptococcus pneumoniae. European
Journal of Clinical Microbiology and Infectious Diseases.
2015.34:2191-2198.

16) Matsubara K, Maihara T, Chang B. Ultra-late onset
meningitis caused by serotype IX group B Streptococcus.
The Pediatric Infectious Disease Journal. 2015. 34:801.

17) Naito S, Tanaka J, Nagashima K, Chang B, Hishiki H,
Takahashi Y, Oikawa J, Nagasawa K, Shimojo N, Ishiwada



N. The impact of heptavalent pneumococcal conjugate
vaccine on the incidence of childhood community-acquired
pneumonia and bacteriologically confirmed pneumococcal
pneumonia in Japan. Epidemiology and Infection. 2015.
30:1-13.

18) Kaneko M, Maruta M, Shikata H, Hanayama M, Ikebe T.
Acute abdomen due to group A streptococcus bacteremia
caused by an isolate with a mutation in the csrS gene. J
Infect Chemother. 2015, 21 (11): 816-819.

19) Tomizawa Y, Hoshino Y, Sasaki F, Kurita N, Kawajiri S,
Noda K, Hattori N, Amemura-Mackawa J, Kura F, Okuma

Y. Diagnostic Utility of Splenial Lesions in a Case of
Legionnaires' Disease due to Legionella pneumophila
Serogroup 2. Intern Med. 2015, 54(23): 3079-3082.

20) Andoh M, Sakata A, Takano A, Kawabata H, Fujita H,
Une Y, Goka K, Kishimoto T, Ando S. Rickettsia and
Ehrlichia detection from exotic animal-associated hard
ticks. PLoS One 2015. 10(7): e0133700.

21) Gatzmann F, Metzler D, Krebs S, Blum H, Sing A,
Takano A, Kawabata H, Fingerle V, Margos G, Becker NS.
NGS population genetics analyses reveal divergent
evolution of a Lyme Borreliosis agent in Europe and Asia.
Ticks and Tick-borne Diseases. 2015. 6 (3): 344-351.

22) Murase Y, Konnai S, Yamada S, Githaka N, Isezaki M, Ito
T, Takano A, Ando S, Kawabata H, Murata S, Ohashi K.
An investigation of binding ability of Ixodes persulcatus
Schulze Salpl5 with Lyme disease spirochetes. Insect
Biochemistry and Molecular Biology 2015. 60: 59-67.

23) Kutsuna S, Kawabata H, Ohmagari N. Imported Lyme
disease. Internal Medicine. 2015. 54(6): 691.

24) Oda S, Kabeya H, Sato S, Shimonagane A, Inoue K,
Hayashidani H, Takada N, Fujita H, Kawabata H,
Maruyama S. Isolation of pathogenic  Yersinia
enterocolitica 1B/0:8 in from Apodemus mice in Japan.
Journal of Wildlife Diseases 51(1):260-264, 2015.

25) Lee DK, Kim EJ, Kilgore PE, Kim SA, Takahashi H,
Ohnishi M, Anh DD, Dong BQ, Kim JS, Tomono J,
Miyamoto S, Notomi T, Kim DW, Seki M. Clinical
Evaluation of a Loop-Mediated Isothermal Amplification
(LAMP) Assay for Rapid Detection of Neisseria
meningitidis  in
10(4):¢0122922, 2015.

26) Takahashi H, Yanagisawa T, Kim KS, Yokoyama S,

Cerebrospinal ~ Fluid. Plos One

Ohnishi M. Multiple Functions of Glutamate Uptake via
Meningococcal GItT-GItM  L-Glutamate ABC Transporter

in Neisseria meningitidis Internal Internalization into
Human Brain Microvascular Endothelial Cells. Infect
Immun 83: 3555-3567, 2015.

27) Yanagisawa T, Takahashi H, Suzuki T, Masuda A,

Dohmae N, Yokoyama S. Neisseria meningitidis
Translation Elongation Factor P and Its Active-Site
Arginine Residue Are Essential for Cell Viability. Plos One
11(2): €0147907, 2016.

28) Lee DK, Kim EJ, Kilgore P, Takahashi H, Ohnishi M,
Tomono J, Miyamoto S, Omagari D, Kim DW and Seki M.
A Novel Loop-Mediated Isothermal Amplification Assay
for Serogroup Identification of Neisseria meningitidis in
Cerebrospinal Fluid. Frontiers in Microbiology 6:1548,
2016.

29) Villanueva MA, Mingala CN, Gloriani NG, Yanagihara Y,
Isoda N, Nakajima C, Suzuki Y, Koizumi N. Investigation
of Leptospira infection and its circulation in one
intensive-type water buffalo farm in the Philippines. Jpn J
Vet Res. 2016. 64 (1):15-24.

30) Shiokawa K, Gamage CD, Koizumi N, Sakoda Y,
Shimizu K, Tsuda Y, Yoshimatsu K, Arikawa J. Evaluation
of truncated LipL32 expressed by Escherichia coli and
Pichia pastoris for serodiagnosis of Leptospira infection in
rodents. J Vet Med Sci. 2016. 78 (2):221-230.

31) Koizumi N, Izumiya H, Mu JJ, Arent Z, Okano S,
Nakajima C, Suzuki Y, Mizutani Muto M, Tanikawa T,
Taylor TR, Komatsu N, Yoshimatsu K, Ha HTT, Ohnishi M.

Multiple-locus variable-number tandem repeat analysis of
Leptospira interrogans and Leptospira borgpetersenii
isolated from small feral and wild mammals in East Asia.
Infect Gen Evol. 2015. 36: 434-440.

32) Matono T, Kutsuna S, Koizumi N, Fujitani Y, Takeshita N,
Hayakawa K, Kanagawa S, Kato Y, Ohmagari N. Imported
flood-related leptospirosis from Palau: Awareness of risk
factors leads to early treatment. J Travel Med. 2015. 22 (6):
422-424.

33) Satou K, Shimoji M, Tamotsu H, Juan A, Ashimine N,
Shinzato M, Toma C, Nohara T, Shiroma A, Nakano K,
Teruya K, Terabayashi Y, Ohki S, Koizumi N, Okano S,
Suzuki T, Hirano T. Complete genome sequences of
low-Passage virulent and high-Passage avirulent variants of
pathogenic Leptospira interrogans serovar Manilae strain
UP-MMC-NIID, originally isolated from a patient with

severe leptospirosis, determined using PacBio single



molecule, real-time technology. Genome Announc. 2015. 3
(4): e00882-15.

34) Fujita R, Koizumi N, Sugiyvama H, Tomizawa R, Sato R,

Ohnishi M. Comparison of bacterial burden and cytokine
gene expression in golden hamsters in early phase of
infection with two different strains of Leptospira
interrogans. PLoS ONE 2015. 10 (7): e0132694.

35) Kitashoji E, Koizumi N, Lacuesta TLV, Usuda D, Ribo
MR, Tria ES, Go WS, Kojiro M, Parry CM, Dimaano EM,
Villarama JB, Ohnishi M, Suzuki M, Ariyoshi K.

Diagnostic accuracy of recombinant immunoglobulin-like
protein A-based IgM ELISA for the early diagnosis of
leptospirosis in the Philippines. PLoS Neglected Trop Dis.
2015. 9 (6): ¢0003879.

36) Saitoh H, Koizumi N, Seto J, Ajitsu S, Fujii A, Takasaki S,
Yamakage S, Aoki S, Nakayama K, Ashino Y,
Chagan-Yasutan H, Kiyomoto H, Hattori T. Leptospirosis
in the Tohoku region: re-emerging infections disease.
Tohoku J Exp Med. 2015. 236 (1): 33-37.

37) Ogawa H, Koizumi N, Ohnuma A, Mutemwa A,
Hang’ombe BM, Mweene AS, Takada A, Sugimoto C,
Suzuki Y, Kida H, Sawa H. Molecular epidemiology of
pathogenic Leptospira spp. in the straw-colored fruit bat
(Eidolon helvum) migrating to Zambia from the
Democratic Republic of Congo. Infect Gen Evol. 32:
143-147, 2015.

38) Shimuta K, Watanabe, Y, Nakayama, S, Morita-Ishihara T,
Kuroki T, Unemo M, and Ohnishi M. Emergence and
evolution of internationally disseminated
cephalosporin-resistant Neisseria gonorrhoeae clones from
1995 to 2005 in Japan. BMC infectious dis. 2015; 15:378

39) Shaughnessy J, Gulati S, Agarwal S, Unemo M, Ohnishi
M. Su XH, Monks BG, Visintin A, Madico G, Lewis LA,
Golenbock DT, Reed GW, Rice PA, Ram S. A Novel Factor
H-Fc Chimeric Immunotherapeutic Molecule against
Neisseria gonorrhoeae. J Immunol. 196 1732-1740, 2016.

40) Gulati S, Schoenhofen IC, Whitfield DM, Cox AD, Li J,
St Michael F, Vinogradov EV, Stupak J, Zheng B, Ohnishi
M, Unemo M, Lewis LA, Taylor RE, Landig CS, Diaz S,
Reed GW, Varki A, Rice PA, Ram S. Utilizing CMP-Sialic
Acid Analogs to Unravel Neisseria gonorrhoeae

Lipooligosaccharide-Mediated Complement Resistance and

Design Novel Therapeutics. PLoS Pathog. 11(12):

€1005290, 2015.

41) Kobayashi T, Kutsuna S, Hayakawa K, Kato Y, Ohmagari
N, Uryu H, Yamada R, Kashiwa N, Nei T, Ehara A, Takei R,
Mori N, Yamada Y, Hayasaka T, Kagawa N, Sugawara M,
Suzaki A, Takahashi Y, Nishiyama H, Morita M, Izumiya H,
Ohnishi M. Case Report: An Outbreak of Food-Borne

Typhoid Fever Due to Salmonella enterica Serotype Typhi
in Japan Reported for the First Time in 16 Years. Am J
Trop Med Hyg. 2016 Feb;94(2):289-91.

42) Ogura Y, Mondal SI, Islam MR, Mako T, Arisawa K,
Katsura K, Ooka T, Gotoh Y, Murase K, Ohnishi M,
Hayashi T. The Shiga toxin 2 production level in
enterohemorrhagic Escherichia coli O157:H7 is correlated
with the subtypes of toxin-encoding phage. Sci Rep. 2015
Nov 16;5:16663.

43) Rashid MU, Rashed SM, Islam T, Johura FT, Watanabe H,
Ohnishi M, Alam M. CtxB1 outcompetes CtxB7 in Vibrio
choleraec O1, Bangladesh. J Med Microbiol. 2016
Jan;65(1):101-3

44) Tada A, Watanabe M, Senpuku H. Factors affecting
changes in compliance with infection control practice by
dentists in Japan. American Journal of Infection Control.
2015. 43(1): 95-97.

45) Ohsumi T, Takenaka S, Wakamatsu R, Sakaue Y,
Narisawa N, Senpuku H, Ohshima H, Terao Y, Okiji T.
Residual structure of Streptococcus mutans biofilm
following complete disinfection favors secondary bacterial
adhesion and biofilm re-development. PLoS ONE. 2015.
10(1): e0116647.

46) Ito T, Senpuku H, Ichinosawa T, Ikematsu-Ito N, Kimura
N, Shimizu T. SspB peptide assay reveals saliva-mediated
Porphyromonas gingivalis attachment. Open Journal of
Stomatology. 2015. 5(11): 259-267.

47) Merritt J, Senpuku H, Kreth J, Let there be
bioluminescence — 1 Development of a biophotonic
imaging platform for in situ analyses of oral biofilms in
animal models. Environmental Microbiology. 2016.
18(1):174-190.

48) Kawarai T, Narisawa N, Suzuki Y, Nagasawa R,_Senpuku
H. Streptococcus mutans biofilm formation is dependent on
extracellular DNA in primary low pH condition. Journal of
Oral Biosciences. 2016. 58(2): 55-61.

49) Bai D, Nakao R, Ito A, Uematsu H, Senpuku H :
Immunoreactive antigens recognized in serum samples

from mice intranasally immunized with Porphyromonas



gingivalis outer membrane vesicles : Pathogens and Disease.
2015 April 73(3). pii: ftu006.

50) Kariu T, Nakao R, Tkeda T, Nakashima K, Potempa J,
and Imamura T : Inhibition of gingipains and
Porphyromonas gingivalis growth and biofilm formation
by prenylated flavonoids : Journal of Periodontal Research.

2016 Feb.doi:10.1111/jre.12372



