
)($)*%&*'+��
��

�
��,����

���#�����	�"�!

���������� � 2018�7�6



!%�*

• 2017�/��,.���VNTR	��0�&��
#���/(-1�%

•�&��#�2�+."�3��4/(-1$�
•)����'��
�2�+.)����'�/(
-1 ����0��



�����
�

•�����Internal Quality Control: IQC�
•������External Quality Assessment: EQA�

• Proficiency testing
• Blinded Cross Re-checking
• Supervision/Inspection

•�	�Training�
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H37Rv	
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2 3 1 4 5 2 3 4 3 8 5 3 5 2 3 4 3 2

Strain A(QC-DNA 1) 1 4 9 3 9 1 2 4 4 7 7 2 8 11 4 1 11 4 2 2 5 2 3 4
Strain B(QC-DNA 2) 2 5 2 1 2 3 1 2 3 13 8 4 7 N 3 6 8 4 3 2 1 4 1 4
Strain C(QC-DNA 3) 4 3 4 3 8 3 7 4 5 7 8 3 8 8 4 14 14 9 3 3 2 4 3 5
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QC-DNA1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
QC-DNA2 0 0 0 0 0 0 0 0 0 0 0 0 0 ##### 0 0 0 0 0 0 0 0 0 0
QC-DNA3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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2 3 1 4 5 2 3 4 3 8 5 3 5 2 3 4 3 2 5 1 3'(350

bp) 2 2 4
QC-DNA 1 1 4 9 3 9 1 2 4 4 7 7 2 8 11 4 1 11 4 2 2 5 2 3 4
QC-DNA 2 2 5 2 1 2 3 1 2 3 13 8 4 7 N 3 6 8 4 3 2 1 4 1 4
QC-DNA 3 4 3 4 3 8 3 7 4 5 7 8 3 8 8 4 14 14 9 3 3 2 4 3 5
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2015
�"�853�"�, %9

2016
�"�855�"�, %9

2017
�"�857�"�, %9

��� 49 (92.4%, 49/53) 48 (87.3%, 48/55) 40 (70.2%, 40/57)

1 locus$( 1 (1.9%, 1/53) 5 (9.1%, 5/55) 12 (21.1%, 12/57)

2 loci��/$( 3 (5.7%, 3/53) 2 (3.6%, 2/55) 5 (8.8%, 5/57)

2017��.�6754��� )*�"/
�0&2016��-�12-��.��)
+(*887.3% vs. 70.2%, p=0.0279'
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