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Human Sapovirus in clams, Japan

Human sapovirus was detected in 4 of 57 clam
packages by RT-PCR and sequence analysis. This
represents the first finding of sapovirus
contamination in food. More importantly, closely
matching sequences have been detected in stool
specimens from patients with gastroenteritis in Japan,
indicating a possible food-to-human transmission
link.
[Grant S. Hansman, Tomoichiro Oka, Reiko Okamoto,
Tomoko Nishida, Shoichi Toda, Mamoru Noda, Daisuke
Sano, You Ueki, Takahiro Imai, Tatsuo Omura, Osamu

Nishio, Hirokazu Kimura, and Naokazu Takeda]

Outbreak of gastroenteritis due to Sapovirus

An outbreak of gastroenteritis occurred at a

kindergarten in Yokote City, Japan, between February

and March 2006. Sapovirus was identified in 19 of 26

stool specimens by RT-PCR. A high viral shedding

pattern was found for this strain, which was shown to
be antigenically distinct from other genogroups.

[Grant S. Hansman, Hiroyuki Saito, Chihiro Shibata,

Shizuko Ishizuka, Mitsuaki Oseto, Tomoichiro Oka, and

Naokazu Takeda]

Recombinant Sapovirus gastroenteritis, Japan
We described two different sapovirus outbreaks of
gastroenteritis in Hokkaido, Japan. Sequence
analysis showed 9 sequences from the first outbreak
(May 2000) had 100% nucleotide identity and likely
represented the same sapovirus strain. Seven
sequences from the second outbreak (December 2005)
had 100% nucleotide identity and likely represented
the same sapovirus strain, but were different from the
first outbreak sequence. Importanly, these two
different sapovirus strains were found to be
different recombinant sapoviruses.
[Grant S. Hansman, Setsuko Ishida, Shima Yoshizumi,
Masahiro Miyoshi, Tetsuya lkeda, Tomoichiro Oka, and

Naokazu Takeda]

Antigenic Diversity of Human Sapoviruses

We newly expressed sapovirus GIl and GIV VLPs in
order to compare the genetic and antigenic
relationships among all human sapovirus genogroups.
Hyperimmune antisera that were raised against the
VLPs reacted strongly against the homologous VLPs.
However, several antisera weakly cross-reacted
against heterologous VLPs using an antibody ELISA. On
the other hand, an antigen ELISA showed that the
sapovirus VLPs belonging to all human genogroups were
antigenically distinct. These findings provide
evidence of a likely correspondence between the
sapovirus antigenicity and VPl genogrouping and
genotyping.
[Grant S. Hansman, Tomoichiro Oka, Naomi Sakon, and

Naokazu Takeda]
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