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BT DA 7, [RIFHEL, AR A
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JEL A 7 B AT T HEE T ) A = S Al ) 4 (OB L - i BRLJRR I K
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7T D FEITIC BT DR ZE (H29- 5T B4 T B -Hi5 7 -005 HfFJE
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JRYIE Y — R A5 2 AT 5 (NESID) O 5 KB K
ey AT BEAL THAA ST 7 L S AR NI RS PN A
FHE ORI BICOWC, MG T — X EHEH L 5
AR R E R ) JASR) TAML, 7=, &
W AT LE OB o F— L B R # A
1T Wi —_A T AT —Z DY AT FH & O 7 k0
WiatE1T -7, 2018 4% 10 H 30 H~2019 45 3 A 31 HD
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TV AV FHAM 4 12 BRI IR IS A B LTz, [IAJFEBE . 85
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IT. B2 PRk Gens SR BE 67

JEAE T B B NI G 5 SR — A F 2 2 (JANIS) F313,

RSN E B 2N BN Ul CsD, Rk 31 4 1 AR
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B OPIEHEIBRZ IO W TRERIZ AR KO TH -
72h3 2017 AREESI DI AR DL, NEHEBRAAL T2, F
72, JANIS E 2XEOF#AE R IHE PR IO
IRIRIR COBEECE G DB, S. aureus EAROT L F 34
7T LOBIMNEAT, FEEHREDS 30 LUTFOT o F 3107
7T NIABTE R CTIER R, [EEEH DD S, marcescens
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CFX %380, %/ a Mt E H D6 GFLX ZHIbR, 55 =
R T 7 m AR i RS B K OVl AR B 00 ) 7 L 4
I CTRX #iBIMNT 2L MEZEAT o7, A 5T A B 1%
IZ2WTIE, 2017 AR O /M1 IZHTE IR B D~ —
L URIET LTz, — 5T M 1700 {448 2 % [ R
PHOMWEDLRICKIG LIz, £, JANIS OF —X 7.
ERAOTD OB EFTERK T 2 BIBIEL, fH&T
HNESFRRTC KV S 21T o 72, Fiz, ST AANC DN T, &
RIS OGN F — L BREA L BT, NIANVAD
MIC EDFr, ANT 7 ARF Y — )LD MIC fED I DAL T
HJANIS H—N—HNTHREICEWRL TF —F =R
AT L EEIT o7, F7o, TIRAIMHE (AMR) *f 57
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e N T D=2 — AL Z—2AER L T2, FEAITHIED o~ LR
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BT 57 =2 _X—2EBET DN H B TH D, K 30 44
L. ZAD 74 k. BT ADESLE R, E NN
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Z BT AR SRR IR DR JCAE Moo U B, 7S A
FEHRAAFRL LTz, BICIEMOIERIZHT20 | K [E D7)
DT 4—R Ay 72 H-3% WHONET & U JANIS Z5 b e
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SINEFRBEET A FEEV A O~=a T VEER LT,
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U7z, FESL#AEE S JET, USCDC /A EHiTa il
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7 ER B O IEVE R AT & il RS (2 B3 B0 SE (JARBS-SA) |
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ALK AT 'V 4 b ERHAEZN TR F N
UA18 By b IV H AT YR ATAESRK 14 7ok
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