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Molecular epidemiological analysis
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Interpreting Chromosomal DNA Restriction Patterns Produced
by Pulsed-Field Gel Electrophoresis: Criteria for Bacterial Strain Typing
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Interpreting Chromosomal DNA Restriction Patterns Produced
by Pulsed-Field Gel Electrophoresis: Criteria for Bacterial Strain Typing
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Fic. 1. The replication slippage model showing misalignments that lead to deletion (4) or expansion (B) of tandcm repeats. 4) Sllpped
alignment of the nascent strand with its template, producing a loop between the repeats on the template, will re: ™~
of replication. (B) Slipped alignment of the nascent strand with its template, producing a loop between repeats VoL 62, 1998 SSR LOCI IN PROKARYOTIC GENOMES 277

in an expansion product after completion of replication.
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FIG. 2. Schematic representation of the mechanism of SSM during replication, which results in shortening or lengthening of S5Rs. Individual repeat units are
identified by arrows; bulging is the presence of non-base-pair base residues interrupting a regular 2-strand DNA helix. Bulging in the nascent strand leads to a larger
number of repeat units; bulging in the template strand results in a smaller numbers of wnits. During replication, bulges can occur in both strands, and the effect of
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