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Fig. 1. Pathogen surveillance of infections caused by pathogenic Vibrio spp., 1999-2019 (CDC, 2021). Graphs were created using the
Foodborne Diseases Active Surveillance Network (FoodNet) Fast to display data for Vibrio infections. Where indicated, data are presented as
number of infections per 100 000 population at FoodNet sites, which cover 10 states and ca. 15% of the United States population.

A. Vibrio infections by year.

Shown is the incidence of infections caused by pathogenic Vibrio spp. Teal, all test methods; gold, culture confirmed, including those infections
confirmed by culture only or by culture following a positive culture-independent diagnostic test (CIDT); purple, CIDT only.

B. Infections caused by pathogenic Vibrio spp. presented by month.

Shown are monthly percentage of infections across all reported cases.

C. Distribution of infections caused by pathogenic Vibrio spp.

Shown are percentage of infections caused by pathogenic Vibrio spp. across all reported cases. CIDT, culture-independent diagnostic test.

D. Demographics of infections caused by pathogenic Vibrio spp.

The annual average incidence of infections is shown by age (left) and sex (right). [Color figure can be viewed at wileyonlinelibrary.com]

Brumfield KD, et al. Environ Microbiol 2021 23(12):7314-7340
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FIGURE 1 | Map showing the dissemination of clinical and environmental pandemic serovariants of V. parahaemolyticus occurring at a global scale.
Serotypes identified in clinical isolates (black), environmental isolates (blue) and both in clinical and environmental isolates (green) are marked respectively.

Han C, Tang H, Ren C, Zhu X, Han D. Front Microbiol. 2016 Apr 22;7:567.
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Figure 1 Annual cholera cases and mortality reported by year, 1989-2020
Figure 1 Cas de choléra et létalité par année, 1989-2020
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Figure 3: Theory of change of the Global Roadmap
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